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NTDB id 419432 GVU25 RS04175 WP 167845883.1 MLQLMGLAWVIGIACVGIRSSSFSIHTLTAMPSAMVLLILCCAIVQYLLQARLSSIYWKCLNVGVAGVLSFVLGLIYADT 80
NTDB id 1015 ACIAD RS12005 WP 004928865.1 MFKIILLGWIAGIAMMGRTLECIEP..FTCITGILTFL..IWAIYFYKKRKHQIGSGLRALVILISASFLFGIGAQYADS 76
NTDB id 1070 ABD1 RS13145 WP 000472713.1 MFKIILLGWIGGIALMGIDFPLIMQ..YEKVGEALLLL..AFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEK 76
NTDB id 1083 H0N27 RS04190 WP 168726476.1 MFKIILLGWIGGIALMGIDFPLIMQ..YEKVGEALLLL..AFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEK 76
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NTDB id 419432 GVU25 RS04175 WP 167845883.1 QMQQRLQWRELQPEFAEVVVYVRQLNQLNDNSISQRVEVLNRHPQTVTWLATLTQAQ...ADQEQNLELGRYYKLSGKIR 157
NTDB id 1015 ACIAD RS12005 WP 004928865.1 ALEERLYYKIMHSDTHEVIIYVHQMGESSDKGIKQVAEVLNIHPDVVNWVFYIDQSLLGA.EKSSSLELGQYYRITAKTK 155
NTDB id 1070 ABD1 RS13145 WP 000472713.1 ALIERLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTR 156
NTDB id 1083 H0N27 RS04190 WP 168726476.1 ALIERLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTR 156
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NTDB id 419432 GVU25 RS04175 WP 167845883.1 PAHSYATAGAFDVERWYLQQNIMSGFRVEQIQPISAEQIYAMGFTQHWRAQQTLWAKFRLWIEQQRYHIRVFIQRQPLQH 237
NTDB id 1015 ACIAD RS12005 WP 004928865.1 PIHSYALEGAFDVEKWFVQQNWQATAQVYRIQTLSKQEVMSAGFYLHVKQQQTWRAQFLQSVEKLRLKFRNYFIDSSLSH 235
NTDB id 1070 ABD1 RS13145 WP 000472713.1 PAHSYATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQ 236
NTDB id 1083 H0N27 RS04190 WP 168726476.1 PAHSYATPGSFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSSSFRLNIEKLRLTFRQILNSSSLQQ 236
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NTDB id 419432 GVU25 RS04175 WP 167845883.1 QGLILALLTGDKSLLDAETEAQFQRFGISHLLAISGPHVLIFAGMLCWALRQLIRYYRPHWYLWMPKQYLLMLPFLSCVL 317
NTDB id 1015 ACIAD RS12005 WP 004928865.1 HALLLALLTGDRSLLNPELEQQFQRFGISHLLAISGPHVLIFAAMVSWIFTRLIHRFKPEIYLSIPRQKLVLLPFLMCVI 315
NTDB id 1070 ABD1 RS13145 WP 000472713.1 KGLILALLTGDESLLSDETQLQFKQLGISHLLAISGPHVLIFAIMLSWAYHQFISRYYPQIYLWKPKQVLIAVPCCLGVL 316
NTDB id 1083 H0N27 RS04190 WP 168726476.1 KGLILALLTGDESLLSDETQLQFKQLGISHLLAISGPHVFIFAIMLSWACHQFISRYYPKIYLWKPKQILMAVPCCLGVL 316
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NTDB id 419432 GVU25 RS04175 WP 167845883.1 LYTAFVGFEIPALRTLLMCSLVTVMLVLKQKLQGFALLIYSAALLLWFDPLSVLSAAFWLSYGACFILLRIYQSLSAQPR 397
NTDB id 1015 ACIAD RS12005 WP 004928865.1 LYCAFVGFEIPALRTLFTVMLGSILLLIRHHLSAFSLLVLSASLLLWMDPFSILSAAFWLSYGACFILIRIYQDMTQAQQ 395
NTDB id 1070 ABD1 RS13145 WP 000472713.1 IYTAFVGFEIPALRTFLSVLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILLRIYQTIAQLPE 396
NTDB id 1083 H0N27 RS04190 WP 168726476.1 IYTAFVGFEIPALRTLLSTLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILIRIYQTIAQLPE 396
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NTDB id 419432 GVU25 RS04175 WP 167845883.1 IELNRWQQ.LKHASKILIESQWKIFIALFPLVIVFFKQVAWIAPLINIIAIPLIGMLIVPLDVLAGICFFIFEPLASILF 476
NTDB id 1015 ACIAD RS12005 WP 004928865.1 FHQTRFTRGM.QILKALVRSQWKIFVALMPLTLIIFKQISWIAPLSNLIAIPILGGIIVPLDIMAGCLWLFIPSLGNLLF 474
NTDB id 1070 ABD1 RS13145 WP 000472713.1 QHFLSLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNIIAVPIVGSVIVPLNIMAACAWFVIKPFGNMLF 476
NTDB id 1083 H0N27 RS04190 WP 168726476.1 QHFLSLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQRISWVAPLTNIIAVPIVGSVIVPLNIIAACAWFVVKPFGNMLF 476
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NTDB id 419432 GVU25 RS04175 WP 167845883.1 QLNDLAMALLRLIFRGMETVFVPRLHTLSMSAAVYVCLCLGLFLLFLPQSVLPKTWAILCFVPLIIVDSQRQPFELTVLD 556
NTDB id 1015 ACIAD RS12005 WP 004928865.1 YLNNSLLELFIGILKGLDHLFNPQLQYYAFTPLLLICLTLAIVILFLPKGVVPKFWSVLCFVPLLIPSKMIRPTQISILD 554
NTDB id 1070 ABD1 RS13145 WP 000472713.1 HFNDMLLSILLSCLGLLE.KLSLTLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVIMNKTSQQIQLNILD 555
NTDB id 1083 H0N27 RS04190 WP 168726476.1 HFNDMLLSILLSCLGLLE.KLSLPLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVMMNKTSQQIQLNILD 555
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NTDB id 419432 GVU25 RS04175 WP 167845883.1 VGQGQALFLRSGHYNMMIDVGGSYDESKFSIGQQILRPFLAVHGIKQLDLVVLSHLDQDHSGAFPHLQNEVNIQHVFANQ 636
NTDB id 1015 ACIAD RS12005 WP 004928865.1 VGQGQSIFIQDQTQRILLDTGGYYDESKFSIGKQVVVPFLKSQGVHQLDRVILTHLDQDHSGGLPAVLQLIPTRMIQANE 634
NTDB id 1070 ABD1 RS13145 WP 000472713.1 VGQGQAIFLQHPEQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIPVKQLISNE 635
NTDB id 1083 H0N27 RS04190 WP 168726476.1 VGQGQAIFLQHPQQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPIIQQEIPVKQLISNE 635
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NTDB id 419432 GVU25 RS04175 WP 167845883.1 TVDVAVNSKFNLCQQGQQWSLPHQVQIQVLSPKPSQLPYAAQQQNELSCVLYISVPSAQPYQHFLVMGDAGWATEYQLLQ 716
NTDB id 1015 ACIAD RS12005 WP 004928865.1 E.IKDLSIPFSLCHSGQTWETSE.LKIQILSPKLENLQSTVFNRNEASCVMYLQLKQASDLKYFLMMGDAGWETEYQLLQ 712
NTDB id 1070 ABD1 RS13145 WP 000472713.1 QLPNDLKQPFQYCHQGQQWHYPE.LDIQILWPKEKDLAFVTSNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELLK 714
NTDB id 1083 H0N27 RS04190 WP 168726476.1 QLPNDLKQPFQYCHQGQQWHYSE.LDIQILWPKEKDLAFVASNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELLK 714
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NTDB id 419432 GVU25 RS04175 WP 167845883.1 EYPDLKVDVLILGHHGSKHSSAYDFLAHFKPKLAVASAGFDNRYGHPSSLVQQRLAALNIPFMNTIQQGSVRFSVDAQQR 796
NTDB id 1015 ACIAD RS12005 WP 004928865.1 QYPDLKVDVLILGHHGSQHSSSYDFLKRYHPKIAIASAGFENGYGHPSAEVSNRLQDLNIPLLSTTDKGAIHFKFDSGN. 791
NTDB id 1070 ABD1 RS13145 WP 000472713.1 DYPNLKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTVEQGTLSFVLENHK. 793
NTDB id 1083 H0N27 RS04190 WP 168726476.1 DYPNLKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTLEQGTLSFVLENHK. 793
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NTDB id 419432 GVU25 RS04175 WP 167845883.1 MLIQPYRQQKLWLQR.. 811
NTDB id 1015 ACIAD RS12005 WP 004928865.1 EQTEFYRQSYKWLQR.. 806
NTDB id 1070 ABD1 RS13145 WP 000472713.1 IVLHDRRLDRLWLSRGF 810
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LVLHDRRLDRLWLSRGF 810
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