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NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 41935 CFU RS02475 WP 041741114.1 ..MASVNKVIIVGNLGRDPETRYMPNGEAVTNIAVATTESWKDKNSGEKKELTEWHRITFYRKLAEIAGQYLKKGSQIYI 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQQPAK.............. 146
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAP.......YDEG.YGQSQEAYQRPAQQSRQP...AP 141
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAP.......YEEG.YGQSQEAYQRPAQQSRQP...AS 141
NTDB id 41935 CFU RS02475 WP 041741114.1 EGRLQTRKWQDKDGAERYTTEIIA....DTMQMLGSRQGAGGSAP.......MDGGDYNSAPP..ARQQNTS........ 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGG.......NQGSGWNQAPA..QTNYNQGGYSDNYAQ 145
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..QHQPMQQ..SAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAA.PR.RQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAA.PR.RQPVPAAAPVEDIDDDIPF 174
NTDB id 41935 CFU RS02475 WP 041741114.1 ........APAAPARQAPASRPAPNFSDMDDDIPF 164
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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