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NTDB id 41934 CFU RS02415 WP 014004454.1 MKQSLQLRTSQHLALTPQLQQSIRLLQLSTLELHQELEQILSDNPLLERVDDPLDNSVRLLADGAISGATSTMDAPVGDSEVSSS 85
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTES.... 81
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!*!!*!! !**!!!!!! **!! ! !* !!! * * !* !** ****

logo PPSEPASAEANGALDHTAPDPATAEASYENGSDFDENSDGPYEGNTEGDRSDEWSFLDDFVARKSPSKQSTDPDEDDEDRAPRMPQLERAEAHECPTLQREFHLLMEQQLMAREPLTKLLNDS IPRDKRAGLVEI
NTDB id 41934 CFU RS02415 WP 014004454.1 PSESEAGLDTPPAA..........ENGPENGDSEWSFDDVARSSKTPDDEDARPQLEAHECTLREHLLQQMRETLNDIRDRALVE 160
NTDB id 1425 RS RS02020 WP 011000369.1 PPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPRDKGLVI 166
consensus !** ! !*** !*********** * !*!! !! !! * ***!* !**!! *! ! !!*!* !* * *!!**!!
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NTDB id 41934 CFU RS02415 WP 014004454.1 LTIDALDDNGYLEESLEEILERLPPELEIAIEELSTALKMVQSFDPAGVGARNAAECLGLQIKRFIKVPFVTRRLALAIVQDHLM 245
NTDB id 1425 RS RS02020 WP 011000369.1 FLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDS...PAKPLALTIVNQHLE 248
consensus !* !!! !!! !!*!!! !!*!!!* **!! !!*!*!!!!!!!*!!! !!!!! !!* ! **** **!!! !!* !!

logo LFLAAQRDFYNTKR I
LKKALDSCVDDEGDELKRAEAHQAELVIKRQSCLANPFHPGAHAPFAGARANAEASDFYVVPDVI

VVRKRSTAKAQGWMQAVMQLNNPDVMPRLR I
VNDVLMYANQI LKRQSS

NTDB id 41934 CFU RS02415 WP 014004454.1 LFAQRDFNKIKKALDCDDEDLREAQAVIKQCNPHPGAPFAANASDYVVPDVIVRRSKQGWQVMLNNDVMPRLRVNVLYANILKQS 330
NTDB id 1425 RS RS02020 WP 011000369.1 LLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRSS 333
consensus ! ! !!* **!!!! *!! *!* !* *!* * !*!!**!* !*!!!!!*!!** !! !!*!!!!!!!*! *!!*!!* !
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VAMRPLVLRE IADTLGLHESTI SRVTTNQKYMALTPHMG
NTDB id 41934 CFU RS02415 WP 014004454.1 KGDG...ALTSQLQEAKWLIKNMRQRFDTILRVAQAIVERQRNFFSHGAVAMRPLVLREIADTLGLHESTISRVTTQKYMLTPHG 412
NTDB id 1425 RS RS02020 WP 011000369.1 RGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMG 418
consensus *!* *** ! !!!!*!!!!!* !!!!!!!!! !!!!!!!* !!*!! *!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!*!
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TFELKYFFGSHVASTEATGGAEASSTAIRAL IKQL IVGAEDPTKNPFLSDSKR IADELMLAGEQGFMVVARRTVAKYREALKIPASVNLRKASL

NTDB id 41934 CFU RS02415 WP 014004454.1 MFELKYFFGSHVATEAGGEASSTAIRALIKQLIGAEDTKNPFSDSKIADMLAEQGMVVARRTVAKYREALKIPSVNLRKAL 493
NTDB id 1425 RS RS02020 WP 011000369.1 TFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!! !! !! !!!!!!!!!!!!!*!!!!*!!! !!!*!!**!*!!! !!!!!!!!!!!!!!!!! !!!!! !
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