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NTDB id 1177 A1552VC RS01165 WP 000422572.1 233
NTDB id 41928 ATC RS13015 WP 014003509.1 236
NTDB id 1203 PSJM300 01605 AFN76401.1 IEDPIEF H[E{RRIC IQRE V{eaiD Ty 235
NTDB id 1019 ACIAD RS04205 WP 004922051.1 TIEDPIEF 'HIN¥IXeC WQREV{eaiD T|y) RSREM 236
NTDB id 1307 DR RS10055 WP 010888596.1 BJALR ALR INPD RDMET I @NA TAAETGHLVMGTLHTNSAPE 239
NTDB id 1116 NGFG RS10615 WP 003690200.1 ANALESALREDPD ﬁ 235
NTDB id 1086 NMV RS00245 WP 002218487.1 IWJALRSALREDPD G| 235
NTDB id 1185 GTF74 RS11940 WP 000350195.1 MYALRSALREDPD 235
NTDB id 1176 A1552VC RS01160 WP 000350195.1 MYALRSALREDPD 235
NTDB id 1283 ACE17W RS02630 WP 010947729.1 WNALRSALREDPD RDIRETIRILA TAAETGHLVFGTLHTIISA 235
NTDB id 1259 GC085 RS10305 WP 010947729.1 WNALRSALREDPD RDIRETIRILA TAAETGHLVFGTLHTIS AN 235
NTDB id 1194 PAKAF RS01995 WP 003084552.1 BIMALRSALREDPD RDIRETIRILALTAAETGHLVFGTLHT SAAK 235
NTDB id 1202 PSJM300 01600 AFN76400.1 RMIMALRSALREDPD RDIRETIBRILALTAAETGHLVFGTLHT SAAK 235
NTDB id 1020 ACIAD RS04210 WP 011182164.1 IWAALRSALREDPD RDIRETIRILALTAAETGHLVFGTLHT SAAK 235
NTDB id 1060 ABD1 RS04380 WP 000355489.1 IMAALRSALREDPD RDIRETIRILALTAAETGHLVFGTLHT SAAK 235
NTDB id 1040 HON27 RS13360 WP 000355489.1 IWAALRSALREDPD RDIRETIBRILALTAAETGHLVFGTLHT SAAK 235
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 WMAALRSALREDPD RDIRETIRILALTAAETGHLVFGTLHT SAAK 235
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NTDB id 1307 DR RS10055 WP 010888596.1 319
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NTDB id 1185 GTF74 RS11940 WP 000350195.1 .VGGGRVAEHEIM 314
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NTDB id 1283 ACE17W RS02630 WP 010947729.1 .NKGGRVAAIEIM 314
NTDB id 1259 GC085 RS10305 WP 010947729.1 . NK[eGAR VAL IRUMCR G 314
NTDB id 1194 PAKAF RS01995 WP 003084552.1 MIGGGRVAAHEIMI PAIRNLIREBKVAQMYSINIQTG 314
NTDB id 1202 PSJM300 01600 AFN76400.1 MUGGGRVAAHEIMI PATIRNLIREWMKVAQMYSBIIQTG 314
NTDB id 1020 ACIAD RS04210 WP 011182164.1 BXGGGRVAAHEIMI MPATIRNLIRE[@EKVAQMYSBIIQTG 314
NTDB id 1060 ABD1 RS04380 WP 000355489.1 TIDR IDVFPAEEK MVREIMMLSESL[MAVISQpN BUGGGRVAAHEIMI MPAIRNLIREINKVAQMYSE\IQTG 314
NTDB id 1040 HON27 RS13360 WP 000355489.1 TIDR IDVFPAEEK MVREIMLSESL[AVISQyN BUGGGRVAAHEIMI MPAIRNLIREINKVAQMYSINIQTG 314
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 TIDR IDVFPAEEK MVREIMMLSESL[AVISQpN MUGGGRVAAHEIMI MPAIRNLIREINKVAQMYSINIQTG 314
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