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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 418841 FX986 RS08450 WP 077373360.1 .MARGVNKVILIGNLGQDPEVRFTPSGSAVCNLNLATTDTWNDRQSGQRQERTEWHRVVMFNKLAEIAQQYVKKGSRLYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDVLQ....MLDSRSSGGDFGGNQGSGWN.QAPAQTNYN...............QGG 138
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEMK....MLGGRNENSGGAPYDEGYGQS............QEAYQRP........ 132
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEMK....MLGGRNENSGGAPYEEGYGQS............QEAYQRP........ 132
NTDB id 418841 FX986 RS08450 WP 077373360.1 EGRLQTRKWQDQNGNDRYSTEIVANDMQ....MLDTRGEGGGGGGFSGGGRPQQAPQQGGQYGGQQQAAAAPQQGGQFGG 155
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG...M.....P....AQGGM................... 129
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FDDEDIPF
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YSDNYAQNNNFNGGNA..TRPQPAQKPA..............AQAEPPMDNFDDDIPF 180
NTDB id 1131 NGFG RS05740 WP 003695064.1 .....AQQS....RQPAPDAPSHPQE...AP....AAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 .....AQQS....RQPASDAPSHPQE...AP....AAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 418841 FX986 RS08450 WP 077373360.1 QPPAPQQGGNFGGQPPAPHTPPPAQQPAHQPPQQNSQNNNFGAPPAGSFDDFDDEIPF 213
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..NVPAQQGSWGQP....QQPAKQHQPMQQSAPQQYSQPQYNEPP....MDFDDDIPF 177
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