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NTDB id 600 KW2 RS01765 WP 011675413.1 EIYGPESSGKTT DELL l 146
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIYGPESSGKTT AMBQKINGGEINAAF IDAEHALDPIYY AINAL.GVN DELL 145
NTDB id 228 SPD RS09265 WP 001085462.1 EIYGPESSGKTT AMINQKINGGINNAF IDAEHALDPIA\YARWALGVN DELL 145
NTDB id 194 SPR RS08825 WP 001085462.1 EIYGPESSGKTT AMPAQKINGGINNAF IDAEHALDPE\YY ARWALGVN DELL 145
NTDB id 159 SP RS09750 WP 001085462.1 EIYGPESSGKTT ANINQKINGGINNAFIDAEHALDPIY\YARWALGVN DELL 145
NTDB id 499 SM12261 RS08315 WP 078228268.1 EIYGPESSGKTT AMPAQKINGGINNAF IDAEHALDPIA\YARWALGVN DELL 145
NTDB id 527 SMSK321 RS11065 WP 001085454.1 EIYGPESSGKTT AMBQKINGGENAAF IDAEHALDPEYY AINALL.GVN DELL 145
NTDB id 408 SMU RS09530 WP 002262392.1 EIYGPESSGKTT AFAQKDIGGINNAFIDAEHALDPIA\YARWALGVN DELL 145
NTDB id 453 Spy49 1753c ACI62003.1 EIYGPESSGKTT AMPAQKINGGINNAF IDAEHALDPE\YYARWALGVN DELL 145
NTDB id 115 BSU 16940 NP 389576.2 E YGPESSGKTT AIRYQRINGGAFNAF IDAEHALDPRY A[NJ4L.GVN ELL 130
NTDB id 625 LCA RS02525 WP 011374196.1 EIYGPESSGKTT AIRYQ K[0]G GWNA IDAEA DPIAYARWNLGVN D LL 132
NTDB id 1313 DR RS12030 WP 010888966.1 GRIEIYGPESGKTT AQKGGAFIDAEHALDPYALGVN.DELL SQPDGEQALEI 144
NTDB id 418744 SynMIT89220 RS02120 WP 067095349.1 |(eenARBNAEeIAN ) UM AIRYQ NIGGYFNAF DAEHALDPYYARSLGV LL SQPD GEALEI 145
NTDB id 1245 Cj1673c YP 002345041.1 KGRI EIYGPESSGKTT AINGQKINGGUASAF IDAEHALDNAYY Al L. G VNN D L SQPDGEQALEI 131
NTDB id 1211 C694 RS00795 WP 000963128.1 KGRI EIYGPESSGKTT AINMOKINGGNASAF IDAEHALDY A Y ANSHIL.GV i L SQPD GEQALEI)N 133
NTDB id 1214 NCTC11637 00359 SQJ03206.1 KGRI EIYGPESSGKTT AINMOKINGGNASAF IDAEHALDY A Y ANSYL.GV i L SQPD GEQALEI)H 133
NTDB id 1334 RAOC RS04870 WP 004918236.1 EIYGPESSGKTT AQKGGAFIDAEHA.DYALG N EL SQPDNGEQALETJY 140
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDNGEQALEI[® 148
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VAGAF DAEHAIRQDPUYARMMLGVIS ELM SQPD GEQALEI[M 132
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VISAF DAEHAIDPUYARRNLGVIY ELM SQPD GEQALEI[¢ 132
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT VISAF DAEHAIDPUNYARINLGVIY ELM SQPD GEQALEI[® 132
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INGAFTDAEHALDLUARY ADYIAL G V]S ﬁ LL SQPD GEQALETIJY 140
NTDB id 1165 A1552VC RS01565 WP 000344154.1 EI GPESSGKTT IGNEAF IDAEHALDP\YAJQULGVN DELL SQPD GEQALEI[S 131
NTDB id 1142 GTF74 RS11550 WP 000344154.1 EI GPESSGKTT ISNGAF TDAEHALDPNYAISNLGVN DELL SQPD GEQALEI[# 131
NTDB id 1022 ACIAD RS06390 WP 004925639.1 EIYGPESSGKTT INGAFIDAEHALDP[R]Y ARRNLGV DNLL SQPDEIGEQALET)N 131
NTDB id 1074 ABD1 RS10195 WP 000344167.1 EIYGPESSGKTT IGAFIDAEHALDPNYARSNLGV  DIILL SQPDINNGEQALETIJN 131
NTDB id 1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SQPD GEQALEIpN 131
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NTDB id 600 KWw2 RS01765 WP 011675413.1 VV DSVAALNP G MGDSEVGLQAR . 220
NTDB id 269 KZH43 RS08665 WP 001085462.1 VVVDSVAALNYP GDHGDSHVGLQAR . 219
NTDB id 228 SPD RS09265 WP 001085462.1 VVVDSVAALYP GDMGDSHVGLQAR . 219
NTDB id 194 SPR RS08825 WP 001085462.1 VVVDSVAALNP GDHGDSHVGLQAR . 219
NTDB id 159 SP RS09750 WP 001085462.1 VVVDSVAALYYP GDMGDSHVGLQAR . 219
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALNP GDIGDSHVGLQAR . 219
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALNYP GDIGDSHVGLQAR . 219
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALYYP GDIGDSHVGLQAR . 219
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALNP GDH§GDSHVGLQAR . 219
NTDB id 115 BSU 16940 NP 389576.2 VVVDSVAALYYP GDMGDSHVGLQAR . 204
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALKYP G MGD HVGLQAR . 206
NTDB id 1313 DR RS12030 WP 010888966.1 VVVDSVAALWP GDMGDSIREGLQAR . 218
NTDB id 418744 SynMITS9220 RS02120 WP 067095349.1 VVVDSVAALWWP . 219
NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALP GDMGDNHVGLQAR 206
NTDB id 1211 C694 RS00795 WP 000963128.1 VVVDSVAALWP GDMGD[NHVGLQAR 208
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVVDSVAALWP GDMGD[NHVGLQAR 208
NTDB id 1334 RAOC RS04870 WP 004918236.1 VVVDSVAALWP GDMGDS  GLEIAR . 214
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALP GDMGDSH GLQAR . 222
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALNP GDMGDSHVGLQAR . 206
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALYYP GDMGDSHVGLQAR . 206
NTDB id 1123 O0K783 RS03845 WP 003688695.1 VVVDSVAALNP GDMGDSHVGLQAR . 206
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALYP MGD [WEGLQAR . 214
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALP MGDSH GLQAR . 205
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALP MGDSH GLQAR . 205
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALRP MGDSH GLQAR . 205
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALEP MGDSH GLQAR . 205
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAAL|YP MGD HVGLQAR . 205
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