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NTDB id 418740 SynMITS9220 RS00100 WP 186989867.1 ........................................................................... 0
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQ 75
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NTDB id 418740 SynMITS9220 RS00100 WP 186989867.1 ..................................MSDDRRHLELELLLQRT.IPGELVSADE.......PSLLQE 33
NTDB id 1410 SGL RS13950 WP 010873519.1 LFELKVLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRI 150
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NTDB id 418740 SynMITS9220 RS00100 WP 186989867.1 LKAKGFDPVRHAALAERLTELLSKNVGIKDEVPAQEQAITETSQRSNSAVATNSQTSAPEGSESESVAETATSYL 108
NTDB id 1410 SGL RS13950 WP 010873519.1 LRVKGFELRRLVVTQDDFNQLLEQYYAIREEWEAAQE.......................KRD....QERALDKL 198
consensus !* !!!** !* * !! *!**! *! *********************** ***** ! ! !

logo

K
NDFLTDTI

V
G
VGI

S
I
L
D
E
A
M
D
N
L
P
D
GEDKAKEDSTGDPQVDLNAELSDGLSNDAENQRASPVIDNLVDNKRI LAMKQALEQELDGATSDIHVEPQEQAEGTLQR I

LRFRKQDG
NTDB id 418740 SynMITS9220 RS00100 WP 186989867.1 KDF.TVGGILEADPDEKAEDSTGPQDLESGLNDAERSPVIDLVDRILMQALELDASDIHVEPQQAGLQLRFRQDG 182
NTDB id 1410 SGL RS13950 WP 010873519.1 NDLTDIVGSIDMNLGEDKE....DVDNALDSNDANQAPVINLVNKILAKALQEGTSDIHVEPQEETLRIRFRKDG 269
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NTDB id 418740 SynMITS9220 RS00100 WP 186989867.1 VLQSQIETLPSRLVPAVTSRFKIMADLDIAERRVPQDGRIRRRFQNRTVDFRVNSLPSRYGEKIVLRLLDSSATQ 257
NTDB id 1410 SGL RS13950 WP 010873519.1 VLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFRVNTLPSRYGEKVCLRILDNSATQ 344
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NTDB id 418740 SynMITS9220 RS00100 WP 186989867.1 LGLDKLITNAEALQLVRTLGSKPFGMILVTGPTGSGKSTTLYSLLAERNEPGINISTVEDPIEFALPGITQCQVN 332
NTDB id 1410 SGL RS13950 WP 010873519.1 LGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTAEDPIEYALPGITQVQVI 419
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logo REKGFMDFSNQAI LRAFMRQDPDVI
LLVGETRDKLETAKTAI EAALTGHLVLTTLHCTNDAAPGSAIARLDEMGVEPFMVSAGS

NTDB id 418740 SynMITS9220 RS00100 WP 186989867.1 REKGFDFSQALRAFMRQDPDVLLVGETRDLETAKTAIEAALTGHLVLTTLHCNDAPSAIARLDEMGVEPFMVSAS 407
NTDB id 1410 SGL RS13950 WP 010873519.1 REKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDEMGVEPFMVSGS 494
consensus !!!! !!!* !!!!!!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!* !!!!!!!!!!!!!!!!*!
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NTDB id 418740 SynMITS9220 RS00100 WP 186989867.1 LIGIVSQRLLRRVCPQCRIAYRPDPEELGRFGLMASNEADVSFFRANHHE........GQADPCPMCQGSGYKGR 474
NTDB id 1410 SGL RS13950 WP 010873519.1 LLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKCSGSGYKGR 569
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NTDB id 418740 SynMITS9220 RS00100 WP 186989867.1 VGVYEVLRMNEALATTVAKGATTDMVRQLALEGGMKTLLGYSLDLVREGHTTLEEVGRMVLTDSGLESERRARAL 549
NTDB id 1410 SGL RS13950 WP 010873519.1 VGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAKRK 644
consensus !!!!!!*! ! *! * !!!!! ** *!*! !! !!!*!!! !! !!*!!!!!! !* !!*!!!!! !!*

logo SATLTCRSGTCAGAGEGLQEQEGWLDECPYCLMTPSRFHS
NTDB id 418740 SynMITS9220 RS00100 WP 186989867.1 STLTCSGCGGGLQEGWLECPYCLTPRH. 576
NTDB id 1410 SGL RS13950 WP 010873519.1 SALTCRTCAAELQQEWLDCPYCMTSRFS 672
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