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NTDB id 1203 PSJM300 01605 AFN76401.1 ....MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNF 71
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ....MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEA.LSVADVTALLHAMMDDARQAEFKQTREANF 70
NTDB id 418739 SynMITS9220 RS00095 WP 186989865.1 ..MELMIEDLMQELVEKGGSDLHIASGQPPFGRFSGQLRAMREEALQEESCNRLIFSMLNNSQRKTLEQTWELDC 73
NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELDF 75
NTDB id 1086 NMV RS00245 WP 002218487.1 ....MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPEMSAEEVGNMVTSVMNDHQRKIYQQNLEVDF 71
NTDB id 1116 NGFG RS10615 WP 003690200.1 ....MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPEMSAEEVGNMVTSVMNDHQRKIYQQNLEVDF 71
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ....MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRSEYEEKLEVDF 71
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ....MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRSEYEEKLEVDF 71
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDF 71
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDF 71
NTDB id 1202 PSJM300 01600 AFN76400.1 ....MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRINLPAMDHKQVHALIYDIMNDKQRKDFEEFLETDF 71
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ....MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEHKQVHALIYDIMNDKQRKDFEEFLETDF 71
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ....MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRINLPAMDHSEVHNLIYDIMNDKQRRDYEEKLETDF 71
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDF 71
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDF 71
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDF 71
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NTDB id 1203 PSJM300 01605 AFN76401.1 AISARGIGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGY 146
NTDB id 1177 A1552VC RS01165 WP 000422572.1 AV.VRDSGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGY 144
NTDB id 418739 SynMITS9220 RS00095 WP 186989865.1 AYGLKGVARFRVNVYRQKGSYAACLRALGSTIPSIELLNLPPVVVETSKRPRGLVLVTGPTGSGKTTTLAALLDH 148
NTDB id 1307 DR RS10055 WP 010888596.1 SFALGDKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDH 150
NTDB id 1086 NMV RS00245 WP 002218487.1 SFELPNVARFRVNAFNIGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINY 146
NTDB id 1116 NGFG RS10615 WP 003690200.1 SFELPNVARFRVNAFNTGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINY 146
NTDB id 1185 GTF74 RS11940 WP 000350195.1 SFELPNVGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNY 146
NTDB id 1176 A1552VC RS01160 WP 000350195.1 SFELPNVGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNY 146
NTDB id 1283 ACE17W RS02630 WP 010947729.1 SFEIANLARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDY 146
NTDB id 1259 GCO85 RS10305 WP 010947729.1 SFEIANLARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDY 146
NTDB id 1202 PSJM300 01600 AFN76400.1 SFEVPGVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1194 PAKAF RS01995 WP 003084552.1 SFEVPGVARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1020 ACIAD RS04210 WP 011182164.1 SFEVPNLARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 SFEVPNVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1060 ABD1 RS04380 WP 000355489.1 SFEVPNVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1040 H0N27 RS13360 WP 000355489.1 SFEVPNVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDY 146
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NTDB id 1203 PSJM300 01605 AFN76401.1 RNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETG 221
NTDB id 1177 A1552VC RS01165 WP 000422572.1 RNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETG 219
NTDB id 418739 SynMITS9220 RS00095 WP 186989865.1 INHTRAEHILTIEDPIEFVYKSDRSLVHQRQLNEDTRSFGNALRAALREDPDVILVGEMRDLETIQLAISAAETG 223
NTDB id 1307 DR RS10055 WP 010888596.1 INTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETG 225
NTDB id 1086 NMV RS00245 WP 002218487.1 INETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVILVGEMRDPETIGLALTAAETG 221
NTDB id 1116 NGFG RS10615 WP 003690200.1 INETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVILVGEMRDPETIGLALTAAETG 221
NTDB id 1185 GTF74 RS11940 WP 000350195.1 VNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETG 221
NTDB id 1176 A1552VC RS01160 WP 000350195.1 VNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETG 221
NTDB id 1283 ACE17W RS02630 WP 010947729.1 INSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETG 221
NTDB id 1259 GCO85 RS10305 WP 010947729.1 INSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETG 221
NTDB id 1202 PSJM300 01600 AFN76400.1 LNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
NTDB id 1194 PAKAF RS01995 WP 003084552.1 LNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
NTDB id 1020 ACIAD RS04210 WP 011182164.1 INNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 INENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
NTDB id 1060 ABD1 RS04380 WP 000355489.1 INENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
NTDB id 1040 H0N27 RS13360 WP 000355489.1 INENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETG 221
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NTDB id 1203 PSJM300 01605 AFN76401.1 HLCLATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPD....GKGRRAVIEVLINTPLAAD 292
NTDB id 1177 A1552VC RS01165 WP 000422572.1 HLCMATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKN....GKGRHGVFEVLLNSPRIAD 290
NTDB id 418739 SynMITS9220 RS00095 WP 186989865.1 HLVFGTLHTSSAAQTVDRMVDVFPPAQQTQIRVQLSGSLVAVFSQTLCRRSNPEPGQFGRVMAQEIMINTPAIAN 298
NTDB id 1307 DR RS10055 WP 010888596.1 HLVMGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRAD....GQGRVLAYEILLANPAVRA 296
NTDB id 1086 NMV RS00245 WP 002218487.1 HLVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHD....GNGRVASHEILIANPAVRN 292
NTDB id 1116 NGFG RS10615 WP 003690200.1 HLVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHD....GNGRVASHEILIANPAVRN 292
NTDB id 1185 GTF74 RS11940 WP 000350195.1 HLVFGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.V....GGGRVACHEIMLATPAIRN 291
NTDB id 1176 A1552VC RS01160 WP 000350195.1 HLVFGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.V....GGGRVACHEIMLATPAIRN 291
NTDB id 1283 ACE17W RS02630 WP 010947729.1 HLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.N....KGGRVAALEIMMCTGAIRN 291
NTDB id 1259 GCO85 RS10305 WP 010947729.1 HLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.N....KGGRVAALEIMMCTGAIRN 291
NTDB id 1202 PSJM300 01600 AFN76400.1 HLVFGTLHTTSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKK.V....GGGRVAAHEIMIGTPAIRN 291
NTDB id 1194 PAKAF RS01995 WP 003084552.1 HLVFGTLHTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKK.I....GGGRVAAHEIMIGTPAIRN 291
NTDB id 1020 ACIAD RS04210 WP 011182164.1 HLVFGTLHTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLKK.E....GGGRVAAHEIMIGIPAIRN 291
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 HLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.N....GGGRVAAHEIMIGIPAIRN 291
NTDB id 1060 ABD1 RS04380 WP 000355489.1 HLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.N....GGGRVAAHEIMIGIPAIRN 291
NTDB id 1040 H0N27 RS13360 WP 000355489.1 HLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.N....GGGRVAAHEIMIGIPAIRN 291
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NTDB id 1203 PSJM300 01605 AFN76401.1 LIRKGEVHELKGLMKRSTDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGE.HLTSVSQG 366
NTDB id 1177 A1552VC RS01165 WP 000422572.1 LIRRGELHELKATMARSQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDYG.SG..SLQN 362
NTDB id 418739 SynMITS9220 RS00095 WP 186989865.1 LIREGKTAQLYSQIQTGGEQGMQTLEN....LVSDGDIALQEALAKASKPAELERLVGS................ 353
NTDB id 1307 DR RS10055 WP 010888596.1 LIREGKTFQITSVMQTGAREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPAAPP 371
NTDB id 1086 NMV RS00245 WP 002218487.1 LIRENKITQINSVLQTGQASGMQTMDQSLQSLVRQGLIAPEVARRRAQNSESMSF.................... 347
NTDB id 1116 NGFG RS10615 WP 003690200.1 LIRENKITQINSVLQTGQASGMQTMDQSLQSLVRQGLIAPEAARRRAQNSESMSF.................... 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 LIREDKVAQMYSIIQTGAAHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF..................... 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 LIREDKVAQMYSIIQTGAAHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF..................... 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 LIREDKIAQMYSSIQTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALNK.SLF..................... 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 LIREDKIAQMYSSIQTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALNK.SLF..................... 344
NTDB id 1202 PSJM300 01600 AFN76400.1 LIREDKVAQMYSSIQTGGSLGMQTLDSCLKGLLAKGLISRDSAKEKAKQP.ENF..................... 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 LIREDKVAQMYSAIQTGGSLGMQTLDMCLKGLVAKGLISRENAREKAKIP.ENF..................... 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 LIREGKVAQMYSSIQTGATHGMTTLDQSLKQLLAKGIINLPTARAVAKSP.ESF..................... 344
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 LIRENKVAQMYSAIQTGANHGMTTLDQSLKGLVSRGVISPQTARTAAKQP.ESFL.................... 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 LIRENKVAQMYSAIQTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQP.ESFL.................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 LIRENKVAQMYSAIQTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQP.ESFL.................... 345
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