
logo

MTSSSSSKKSRAVA
MLRTNLYFVSPFGANI

KLRVAQAGEGHL IVDSAETQELQRAQAVLVTVQVKSAKSTGRTSLVPEAELKLAELVSTGRELSPELLRQYKKNQLFELK
NTDB id 1168 A1552VC RS11070 WP 000957200.1 .............MLTNLV....AILRQAELISATQEQAVVTQVSASGTSVPEALLELS..................... 42
NTDB id 418729 SynA1825c RS00100 WP 370593811.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
consensus * * * * * * * * ** ** **** * **

logo

VLM
YGFVDSVDNPAEVAI

P
F
I
A
H
R

A
H
T

A
Q
A
E
Q

M
L
A
S
TELQI

L
G
S
T

A
H
R

F
I
L

L
F
D
G
PLDPQESTTDCLSPRSHRFPYKDFYAHLNPSFLACGQQAELTGDLPAPREPLSTI

L
V

A
L
T

I
R
V

A
N
Y

A
D
A
S
E
LP IAKQGNLLLELAPMSVPSVDPTDALNELAEQTA

NTDB id 1168 A1552VC RS11070 WP 000957200.1 .............IFHAQELTEQLSHIFGLPETDLSRYDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQA 109
NTDB id 418729 SynA1825c RS00100 WP 370593811.1 ..MGF...NPA....RHAALSEQLTALLDLQS..SPHPD.HSFGQ.ATPAPTLAINASEPI........EPSPDPDAEET 59
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDT..CRRFKFLPLAQQEGDPPSVLVA...............MVDPDNLAA 143
consensus * * * **!*** ** ! * **** **!* * *** * ** * !!* * *

logo

E
Q
T

D
E
P

T
E
F
L
V

R
N
N
R
I
M
E
L
A
F
R

A
N
V

K
TGAFLEQTLVERLRALLVAVDNTHQTDGRDAFLNQNAQTALVAILREQRTALYTYAGS IRYLREQSEFIWEQSAGAQAEKNQRDGKQE I

R
A
S
L
QDEKLANDNLTDI

V
D
VGSVI

L
D
E
M
Q
D
N
PEEAA

L
A
G
V

K
E
D
S
V

A
K
S

D
E
G

P
D
V
E

NTDB id 1168 A1552VC RS11070 WP 000957200.1 EEEFR...FATGLQVELALADHRALQAAIRRLYGR..SIQGA.ANQGKEISQDELAN...............LVKVSDDE 168
NTDB id 418729 SynA1825c RS00100 WP 370593811.1 TPTVNNMEANTGAT......NTGANNTVAETATSYLQEFS....................VDGVLEQDPEEAAAESAGPE 113
NTDB id 1410 SGL RS13950 WP 010873519.1 QDELNRILRVKGFELRRLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMN....LGEDKEDV 219
consensus **** * *! * * * * *** ** ** ** * * * * * ** *** ***

logo

L
D
L
N
Q

A
E
S

I
L
S

D
E
S

D
L
S

L
N
S
D
Q
A
N
D
D
Q
R

A
SPVSIRNFL IVDNKQRVI LALMDKQAVLRQEKLGTASDIHFVEPYQQEAENGQTYLQRLIRLFRCKQDGI

VLNQVENQAHTFIQDEQPALPRSHKR I
L
I
S
T

R
P
R
A
L
V
A
T
V

S
AR I

FKI LMS
A
K
D
M
LDIA

NTDB id 1168 A1552VC RS11070 WP 000957200.1 LQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQPA.SHLSRRLAARIKILSKLDIA 247
NTDB id 418729 SynA1825c RS00100 WP 370593811.1 DLESSLNDADRSPVINLVDRILMQALQLGASDIHVEPQQAGLQLRFRQDGVLQNHIEPLPSRLIPAVTSRFKIMADLDIA 193
NTDB id 1410 SGL RS13950 WP 010873519.1 DNALDSNDANQAPVINLVNKILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIA 299
consensus ** ** **** *!!*******!* !** !*!!!!*!!** ***!*! !!*!** *!********* *!*!!****!!!

logo ERR I
L
S

A
PQDGKR IKRLR I

R
F
L
Y

SR
Q
D
G
N

T
R
A
K
T

I
VDMFRVSNSTLPTSLRW

YGEKVICVLR I
LLDNSSAATNQLDGI

LDFKLGI STYNPQEAQTKLEQTLYVLRAENALAGLAKSKRPFQYGLMMI LMVTGPTG
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ERRLPQDGRIKLRLSRDTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTG 327
NTDB id 418729 SynA1825c RS00100 WP 370593811.1 ERRIAQDGRIRRRF.QNRTVDFRVNSLPSRYGEKIVLRLLDSSATQLGLDKLISNPEALELVRALGSKPFGMILVTGPTG 272
NTDB id 1410 SGL RS13950 WP 010873519.1 ERRSPQDGKIRRIY.QGRKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTG 378
consensus !!!**!!!*!**** * * *!*!!**!!***!!!**!!*!!*!!**!**!*!**!!* ***** ** *!*!**!*!!!!!

logo SGKTSVTSTLYTSGLVLRAI
E
L
RNESTSPEGQVININSTVAEDPVI E I

Y
A
N
TLSPGINTQCVQVI

N
Q

P
R
D
E
K

I
KGMFGDFASENQI

ALRSAFLMRQDPDVI
L
V

M
LVGE I

TRDKLETAEKI
TAVIKEA
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