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NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 418709 SynMINOS11 RS00100 WP 186548992.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 418709 SynMINOS11 RS00100 WP 186548992.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 418709 SynMINOS11 RS00100 WP 186548992.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ...............................................................MLTNLVAILRQAELISA 17
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ...............................................................MLTNLSTVLRQAGILTF 17
NTDB id 1293 VP RS12240 WP 005479695.1 ...............................................................MHSNLSTILRQKGLLTF 17
NTDB id 418709 SynMINOS11 RS00100 WP 186548992.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ..............................................MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDA 34
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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQ.......AVATQLGY 390
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLAR.......SLAAQLGY 390
NTDB id 1168 A1552VC RS11070 WP 000957200.1 TQEQAVVTQVSASGTSVP..EALLELSIF........................HAQELTE............QLSHIFGL 59
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SQEESLLEQVKASGISMP..EALLSSGFF........................QSHELTE............HLSSVFGL 59
NTDB id 1293 VP RS12240 WP 005479695.1 SQEESLIEQVKASGISMP..EALLSSGFF........................TSSELAE............HLSSIFGL 59
NTDB id 418709 SynMINOS11 RS00100 WP 186548992.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 EQLRQALVQVKKTGRSLP..EELKAVTG...........................RELSPELLRQYKKNQLFELKVLYGV 85
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NTDB id 1028 TT RS08215 WP 011173991.1 PYVDPEEDPPDP.....GAPLLLPEDLCRRYGVFPHRLE...GNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVA 462
NTDB id 1306 DR RS10060 WP 027479822.1 EFLDPIQNPPDP.....KVALMIPEATARRYVVVPVRLQ...GNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVM 457
NTDB id 1168 A1552VC RS11070 WP 000957200.1 PETDLSRY.....DYANLCQQLGLRELITRYDALPIAKQ...GNLLLLAVSDPTLLQAEEEFRFAT...GLQVEL..ALA 126
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SCTSLNQY.....EYASLCQTLGLRDLITRHNALPLNRT...SSTLILAVADPTNLQAEDDFRFAT...GLQVEL..VLA 126
NTDB id 1293 VP RS12240 WP 005479695.1 SQPELSQY.....EYASLCQQLGLRELITRHNALPLHRT...PSTLLLAVADPTNQQAEDDFRFAT...GLQVEL..VLA 126
NTDB id 418709 SynMINOS11 RS00100 WP 186548992.1 ........................MQSCHV.........AGRPT........PGSRSENPAILKAETVRGAALER..... 34
NTDB id 1410 SGL RS13950 WP 010873519.1 DSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRR..LVV 163
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NTDB id 1028 TT RS08215 WP 011173991.1 TEAAITKLIERFYGKAELSEIAKEFAKK.......................QAEEEV..PSPLELDESAAQKFVKQVIRE 517
NTDB id 1306 DR RS10060 WP 027479822.1 AEKDIIRLIERYFGEKGFEKLNKELAER.......................NKTQQSQEADLSVADESAIVQVVDSIIRE 514
NTDB id 1168 A1552VC RS11070 WP 000957200.1 DHRALQAAIRRLYGRSIQGAANQG...KEISQDELANLVK...........VSDDELQSIEDLSQDDSPVSRFINQVLLD 192
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DFRELTAAIRRLYGRSLGQEKSGL...KEINQDELAGLVD...........IGEDEIENIEDLSQDESPVSRYINQILLD 192
NTDB id 1293 VP RS12240 WP 005479695.1 DFRELSTAIRRLYGRSLSHEKSGL...KEINQEELASLVD...........VGADEIDNIEDLSQDESPVSRYINQILLD 192
NTDB id 418709 SynMINOS11 RS00100 WP 186548992.1 ............FELDESFE.......................SFAP..PPPPDGPDLVESANDRDTSPVIQLADRILVQ 77
NTDB id 1410 SGL RS13950 WP 010873519.1 TQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKILAK 243
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NTDB id 1028 TT RS08215 WP 011173991.1 AFLQDASDIHIEPRQNDVQVRLRIDGALRP.YSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYR.EGAIDVDLRL 595
NTDB id 1306 DR RS10060 WP 027479822.1 AALQDASDIHIETTEDAVKVRYRIDGALRE.QNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFK.KGSIDLDLRL 592
NTDB id 1168 A1552VC RS11070 WP 000957200.1 AVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSRDTAIDMRV 271
NTDB id 1401 DSB67 RS12665 WP 010643259.1 AVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAIDMRV 271
NTDB id 1293 VP RS12240 WP 005479695.1 AVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAIDMRV 271
NTDB id 418709 SynMINOS11 RS00100 WP 186548992.1 ALSRQASDIHIEPQEDGLHVRLRLDGVLQNAFETLPAKVIPALTSRFKIMADLDIAERRQPQDGRIRRR.YQGNTVDFRV 156
NTDB id 1410 SGL RS13950 WP 010873519.1 ALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRI.YQGRKVDFRV 322
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NTDB id 1028 TT RS08215 WP 011173991.1 STLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTI 675
NTDB id 1306 DR RS10060 WP 027479822.1 STLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTI 672
NTDB id 1168 A1552VC RS11070 WP 000957200.1 STLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTA 351
NTDB id 1401 DSB67 RS12665 WP 010643259.1 STLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTA 351
NTDB id 1293 VP RS12240 WP 005479695.1 STLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTA 351
NTDB id 418709 SynMINOS11 RS00100 WP 186548992.1 SVLPSRFGEKIVLRLLDSSATELGLDLLITDSHALAEVRDMGSKPYGILLVTGPTGSGKSTTLYSLLAERNDPGLNISTV 236
NTDB id 1410 SGL RS13950 WP 010873519.1 NTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTA 402
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NTDB id 1028 TT RS08215 WP 011173991.1 EDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLD 755
NTDB id 1306 DR RS10060 WP 027479822.1 EDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLE 752
NTDB id 1168 A1552VC RS11070 WP 000957200.1 EDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLA 431
NTDB id 1401 DSB67 RS12665 WP 010643259.1 EDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLS 431
NTDB id 1293 VP RS12240 WP 005479695.1 EDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLS 431
NTDB id 418709 SynMINOS11 RS00100 WP 186548992.1 EDPIEYTLAGITQTQVNREKGVDFAKALRAFMRQDPDVLLVGETRDLETAKTALEAALTGHLVLTTLHCNDAPSAVARLE 316
NTDB id 1410 SGL RS13950 WP 010873519.1 EDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLD 482
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NTDB id 1028 TT RS08215 WP 011173991.1 EMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLY...............KGMGCERCG 820
NTDB id 1306 DR RS10060 WP 027479822.1 EMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRGANLM...............RGTGCPRCG 817
NTDB id 1168 A1552VC RS11070 WP 000957200.1 NMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVRPSALLQSQFAFQPNE....ILYEA.............NAAGCNECT 494
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NMGVESFNLASSLSLIIAQRLARKLCPYCRQPQEPNSQLQH.IGIANTE....QIFQA.............NPDGCNECT 493
NTDB id 1293 VP RS12240 WP 005479695.1 NMGVESFNLASSLSLIIAQRLARKLCPYCKQPQEHTVQLQH.LGIQTTD....NIFRA.............NPDGCNECT 493
NTDB id 418709 SynMINOS11 RS00100 WP 186548992.1 EMGVETYLLSASLIGVLSQRLLRKLCTHCRQPYQPKEATLARFGLEASQNSSISFYQPP............ANNTCSHCH 384
NTDB id 1410 SGL RS13950 WP 010873519.1 EMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKCS 562
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NTDB id 1028 TT RS08215 WP 011173991.1 GTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE.......... 889
NTDB id 1306 DR RS10060 WP 027479822.1 GTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS.......... 887
NTDB id 1168 A1552VC RS11070 WP 000957200.1 G.GYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAK.ANGMQTLQESGLEKLREGITSFAELQRVLYF.......... 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 H.GYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF.......... 561
NTDB id 1293 VP RS12240 WP 005479695.1 H.GYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF.......... 561
NTDB id 418709 SynMINOS11 RS00100 WP 186548992.1 GLGYKGRIGVYEVMRVNEVMAEAIGQGAGTDQLRHLAL.SNGMKTLLGYGLELARQGHTSLEEVERVLLTDSGLEQEIRA 463
NTDB id 1410 SGL RS13950 WP 010873519.1 GSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAV.EEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRA 641
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NTDB id 1028 TT RS08215 WP 011173991.1 .................................. 889
NTDB id 1306 DR RS10060 WP 027479822.1 .................................. 887
NTDB id 1168 A1552VC RS11070 WP 000957200.1 .................................. 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .................................. 561
NTDB id 1293 VP RS12240 WP 005479695.1 .................................. 561
NTDB id 418709 SynMINOS11 RS00100 WP 186548992.1 RNLSTATCVGCGAGLRDEWLDCPYCLTPRGTLQR 497
NTDB id 1410 SGL RS13950 WP 010873519.1 KRKSALTCRTCAAELQQEWLDCPYCMTSRFS... 672
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