
logo

MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSL
M
P
S
A
E
D
E
F
L
K
N
AVTG

R
M
R
E
PLPSPAELLPARQYKKNQLFELK

NTDB id 418647 SynROS8604 RS00100 WP 370586531.1 ..................................................MSADFN...RMPLPPALPA..........K 17
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
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NTDB id 418647 SynROS8604 RS00100 WP 370586531.1 LI........SEAELAAGEALLQSGKVLDLETWKQLQALPIHLS...VDTLMVAIASSSNRENREQLKQILRSHGYISKL 86
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRR 160
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NTDB id 418647 SynROS8604 RS00100 WP 370586531.1 VLANAADLKRILDPQSVDSNSKINQASVSE....TAKSFLDGFDVEGILNADPDEAEIQSNSASSLDVDPSSTDQSPIIT 162
NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYAIRE.EWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGED....KEDVDNALDSNDANQAPVIN 235
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NTDB id 418647 SynROS8604 RS00100 WP 370586531.1 LVDRILAKALDMNASDIHVEPQYSGLQIRFRKDGVLTNLTQPLPTKLIPAITSRFKIMADLDIAERRQAQDGRIRRNYKE 242
NTDB id 1410 SGL RS13950 WP 010873519.1 LVNKILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQG 315
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NTDB id 418647 SynROS8604 RS00100 WP 370586531.1 RTVDFRVNSLPSRYGEKICLRLLDSQSTQLGLDKLISNPTTLELVRTLGSKPFGMILVTGPTGSGKSTTLYSLLAERNEP 322
NTDB id 1410 SGL RS13950 WP 010873519.1 RKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSP 395
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NTDB id 418647 SynROS8604 RS00100 WP 370586531.1 GINISTVEDPIEYTLPGITQCQVNREKGFDFSTALRAFMRQDPDVLLVGETRDQETAKTAIEAALTGHLVLTTLHCNDAP 402
NTDB id 1410 SGL RS13950 WP 010873519.1 EVNINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAA 475
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NTDB id 418647 SynROS8604 RS00100 WP 370586531.1 SAIARLDEMGVEPFMVSASLLGIVSQRLLRRVCSDCRIPYHPDSQKLGRFGLLTSHEGDVTFFKAKHH........ERQQ 474
NTDB id 1410 SGL RS13950 WP 010873519.1 GAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKG 555
consensus !!!!!!!!!!!!!!!!*!!!!** !!!*!*!!**!!!*!!! ! !!!! !** !!!*!! **********



logo

N
S
A
LCPQKRCQSGSTGYKGR I

VGVYEVLMRMNNSEAR I
LAAELS IVANKQGATTDLR I

V
K
R
D
Q
C
LALVEAEGMI

KTLLAGYSLDNLVQREGHYTTLEEVDERMVTVFLTDATGL
NTDB id 418647 SynROS8604 RS00100 WP 370586531.1 SACPRCQGTGYKGRIGVYEVLRMNEALAASVAKGATTDLVRQLALEAGMKTLLGYSLDLVREGHTTLEEVDRMVLTDAGL 554
NTDB id 1410 SGL RS13950 WP 010873519.1 NLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGL 635
consensus !**! !*!!!!!*!!!!!*! ! *! * !!!!! ** *!*! !! !!!*!!! !! !!*!!!!!!*!* !! !!

logo ESEMQRAKRARKLSATI
LTCRGTCAGAGEGLQEQEGWLDECLPYCLMTPSRFQS

NTDB id 418647 SynROS8604 RS00100 WP 370586531.1 ESEQRARALSTITCRGCGGGLQEGWLECLYCLTPRQ. 590
NTDB id 1410 SGL RS13950 WP 010873519.1 ESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
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