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NTDB id 418636 SynPROS71 RS00100 WP 186595862.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
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NTDB id 418636 SynPROS71 RS00100 WP 186595862.1 ............................MSDERRRLELEL...........LLKRTIPGTLNSSDEPDLLNHLTAMGLDP 41
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNR..ILRVKGFEL 158
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NTDB id 418636 SynPROS71 RS00100 WP 186595862.1 TRHNDLTATLHSLLEASEPSQSVQAEHAQTPQEAPQQVPESIADTATSYLAEF.TVDGVLEDDPDASAMQSSSIVDLEDG 120
NTDB id 1410 SGL RS13950 WP 010873519.1 RRLVVTQDDFNQLLEQY...YAIREEWEA.AQEKRDQ..E....RALDKLNDLTDIVGSID....MNLGEDKEDVDNALD 224
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NTDB id 418636 SynPROS71 RS00100 WP 186595862.1 LDDADRSPVINLVDRILMQALQLGASDIHVEPQQAGLQLRFRQDGVLQTSIEPLPSRLVPAVTSRFKIMADLDIAERRVA 200
NTDB id 1410 SGL RS13950 WP 010873519.1 SNDANQAPVINLVNKILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSP 304
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NTDB id 418636 SynPROS71 RS00100 WP 186595862.1 QDGRIRRRFQNRTVDFRVNCLPSRFGEKIVLRLLDSSATQLGLDKLITSETTLDTVRSLGSKPFGMILVTGPTGSGKSTT 280
NTDB id 1410 SGL RS13950 WP 010873519.1 QDGKIRRIYQGRKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTT 384
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NTDB id 418636 SynPROS71 RS00100 WP 186595862.1 LYSLLAERNDPGINISTVEDPIEYTLPGITQCQVNREKGFDFSQALRAFMRQDPDVLLVGETRDLETAKTAIEAALTGHL 360
NTDB id 1410 SGL RS13950 WP 010873519.1 LYSVLAERNSPEVNINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHL 464
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NTDB id 418636 SynPROS71 RS00100 WP 186595862.1 VLTTLHCNDAPSAIARLDEMGVEPFMVSASLIGIVSQRLLRRVCPECRIPYHPKAEELGRFGLMTSNEEGVTFFKANHRE 440
NTDB id 1410 SGL RS13950 WP 010873519.1 VLTTLHTNDAAGAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLS 544
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NTDB id 418636 SynPROS71 RS00100 WP 186595862.1 ........GHSDACPTCQGSGYKGRVGVYEVLRMNEVMAAAVAKGATTDMVRQLALESGMKTLLGYSLDLVREGRTTLEE 512
NTDB id 1410 SGL RS13950 WP 010873519.1 PDEIHLARQKGNLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEE 624
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logo VEGRMVTVFLTDATGLESEMRRAKRARKLSATLTCRSGTCAGAGEGLQEQEGWLDECPYCLMTPSRFHS
NTDB id 418636 SynPROS71 RS00100 WP 186595862.1 VGRMVLTDAGLESERRARALSTLTCSGCGGGLQEGWLECPYCLTPRH. 559
NTDB id 1410 SGL RS13950 WP 010873519.1 VERVTFTDTGLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
consensus ! !* !! !!!!! !!* ! !!! !** !! !!*!!!!*!*!**
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