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NTDB id 418593 SynNOUM97013 RS00100 WP 186480271.1 ..............................MIDDRRRLELE........LLLQQSIPGTLGRADAPSLLQKLKTM 37
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDA.EQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKN 74
consensus ********************************! * ! ******** !* *** !! ! !! !
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QLFELKVLYGFVDSVDPAERVAHAPAIALGTEQQLMATAEL IGRFFPLDTCRRFKFLPLADQQESGSDPHPPDSSVALSVASMQAVDTPADNPLMAHAQVDAELTENPR
NTDB id 418593 SynNOUM97013 RS00100 WP 186480271.1 .........GF...DPARHAALGEQLTAL.................LDQQSSPHPDSASSQATPAPMHAVDATEP 83
NTDB id 1410 SGL RS13950 WP 010873519.1 QLFELKVLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNR 149
consensus *********! ***!! ** !* !*****************! !! * ! ! ***! ! *
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NTDB id 418593 SynNOUM97013 RS00100 WP 186480271.1 IERSADPNTEETTLAANTVAETATSY...LEEFS....................VDGVLEQDPEEAAAESAGPED 135
NTDB id 1410 SGL RS13950 WP 010873519.1 ILRVKGFELRRLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMN....LGEDKEDVD 220
consensus ! ! * * !*** !!* ********************* ! ** **** *! * !
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NTDB id 418593 SynNOUM97013 RS00100 WP 186480271.1 LESSLNDADRSPVINLVDRILMQALQLGASDIHVEPQQAGLQLRFRQDGVLQSHIEPLPSRLIPAVTSRFKIMAD 210
NTDB id 1410 SGL RS13950 WP 010873519.1 NALDSNDANQAPVINLVNKILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMAD 295
consensus !!! !!!!!! *!! !!! ! !!!!!!!! ! *!!! !!!!* * *!!! ** !!! !!!!!!!
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NTDB id 418593 SynNOUM97013 RS00100 WP 186480271.1 LDIAERRIAQDGRIRRRFQNRTVDFRVNSLPSRYGEKIVLRLLDSSATQLGLDKLISNPEALELVRALGSKPFGM 285
NTDB id 1410 SGL RS13950 WP 010873519.1 MDIAERRSPQDGKIRRIYQGRKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGL 370
consensus *!!!!!! *!!!*!!! *! ! !!!!!!*!!!!!!!!**!!*!! !!!!!!!! !!*!!! ! !! !* *!*!*
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NTDB id 418593 SynNOUM97013 RS00100 WP 186480271.1 ILVTGPTGSGKSTTLYSLLAERNEPGINISTVEDPIEYTLPGITQCQVNRDKGFDFSQALRAFMRQDPDVLLVGE 360
NTDB id 1410 SGL RS13950 WP 010873519.1 MLVTGPTGSGKSTTLYSVLAERNSPEVNINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGE 445
consensus *!!!!!!!!!!!!!!!!*!!!!! ! *!! ! !!!!!! !!!!!!*!! !*!! !!!* !!!!!!!!!!!*!!!!
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NTDB id 418593 SynNOUM97013 RS00100 WP 186480271.1 TRDLETAKTAIEAALTGHLVLTTLHCNDAPSAIARLDEMGVEPFMVSASLIGIVSQRLLRRVCPHCRVAYRPDPE 435
NTDB id 1410 SGL RS13950 WP 010873519.1 TRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKE 520
consensus !!! !!!!!!!!!!!!!!!!!!!!!*!!!* !!!!!!!!!!!!!!!!*!!*!** !!!*!*!!**!!*!!*! *!
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NTDB id 418593 SynNOUM97013 RS00100 WP 186480271.1 ELARFGLMASHEADVSFFKANHQD........GEFNNCPHCQGSGYKGRVGVYEVLRMNEELAAAVAKGATTDMV 502
NTDB id 1410 SGL RS13950 WP 010873519.1 ELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRI 595
consensus !! !!!! !!** !*!*!!!* ******** ! !**! !!!!!!!!!!!!!*! ! *! * !!!!! *
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KTLLAGYSLDNLVQREGHYTTLEEVEGRMVTVFLTDATGLESEMRRAKRARKLSASLTCRSGTCAGAGEGLQEQEGWLDECPYCLMTPSR
NTDB id 418593 SynNOUM97013 RS00100 WP 186480271.1 RQLALEGGMKTLLGYSLDLVREGHTTLEEVGRMVLTDAGLESERRARALSSLTCSGCGGGLQEGWLECPYCLTPR 577
NTDB id 1410 SGL RS13950 WP 010873519.1 KDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSR 670
consensus * *!*! !! !!!*!!! !! !!*!!!!!! !* !! !!!!! !!* ! !!! !** !! !!*!!!!*!*!
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NTDB id 418593 SynNOUM97013 RS00100 WP 186480271.1 H. 578
NTDB id 1410 SGL RS13950 WP 010873519.1 FS 672
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