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NTDB id 418571 SynBMKMC1 RS00100 WP 186472263.1 ................................................................................ 0
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NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRR 160
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NTDB id 418571 SynBMKMC1 RS00100 WP 186472263.1 HGELTATLSSLLEPAPAEALQEQKQEQQQEHAQAPQQAPESIADTASSYLAEFSVDGVLEDDPDEAELQSSSIVDLEDGL 123
NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYA..IREEWEAA.QEKR.DQERALDKLNDL.......TDIVGSIDMNLG....EDKEDVDNALDS 225
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NTDB id 418571 SynBMKMC1 RS00100 WP 186472263.1 NDADRSPVINLVDRILMQALQLGASDIHVEPQQAGLQLRFRQDGVLQTSIEPLPSRLVPAVTSRFKIMADLDIAERRVAQ 203
NTDB id 1410 SGL RS13950 WP 010873519.1 NDANQAPVINLVNKILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQ 305
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NTDB id 418571 SynBMKMC1 RS00100 WP 186472263.1 DGRIRRRFQNRTVDFRVNCLPSRFGEKIVLRLLDSSATQLGLDKLITSETTLDTVRSLGSKPFGMILVTGPTGSGKSTTL 283
NTDB id 1410 SGL RS13950 WP 010873519.1 DGKIRRIYQGRKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTL 385
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NTDB id 418571 SynBMKMC1 RS00100 WP 186472263.1 YSLLAERNDPGINISTVEDPIEYTLPGITQCQVNREKGFDFSQALRAFMRQDPDVLLVGETRDLETAKTAIEAALTGHLV 363
NTDB id 1410 SGL RS13950 WP 010873519.1 YSVLAERNSPEVNINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLV 465
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NTDB id 418571 SynBMKMC1 RS00100 WP 186472263.1 LTTLHCNDAPSAIARLDEMGVEPFMVSASLIGIVSQRLLRRVCPDCRLAYHPKAEELGRFGLMTSNEEGVTFFKANHRE. 442
NTDB id 1410 SGL RS13950 WP 010873519.1 LTTLHTNDAAGAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSP 545
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NTDB id 418571 SynBMKMC1 RS00100 WP 186472263.1 .......GHPDACPSCQGSGYKGRVGVYEVLRMNEVMAAAVAKGATTDMVRQLALESGMKTLLGYSLDLVREGRTTLEEV 515
NTDB id 1410 SGL RS13950 WP 010873519.1 DEIHLARQKGNLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEV 625
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NTDB id 418571 SynBMKMC1 RS00100 WP 186472263.1 GRMVLTDAGLESERRARALRTLTCSGCGGGLQEGWLECPYCLTPRH. 561
NTDB id 1410 SGL RS13950 WP 010873519.1 ERVTFTDTGLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
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