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NTDB id 1168 A1552VC RS11070 WP 000957200.1 .................MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTE............ 51
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .................MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTE............ 51
NTDB id 1293 VP RS12240 WP 005479695.1 .................MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAE............ 51
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NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVT...GRELSPELLRQYKKNQLF 77
consensus * *** ********* *** ** ****** ******* * ****

logo

E
Q
HLKSHVSLVIYFGVLDPSCEQSMPVTEPSDPLENSDRVQARYDPTE I

YATQQMAENSL ICGRFLFHQTPQTLLGHLDREDTLCRIRTARFLYHADKNFTAELP I
S
L
E
H
N
A
K
R
Q
S
T
TPQ

S
A
Q
E
PGDEAGS

P
N
P
S
L
R
S
T
E
V
L
I
T
L
Q
V
LAI

M
V
S
T
V
A
T
D
S
P
D
T
L
N
Q
L
A
QAQEEPDSDELQFNRRF ITA

NTDB id 1168 A1552VC RS11070 WP 000957200.1 QLSHIFGLPETDLSRYDYA.....NLC...QQLGLRELITRYDALPIAKQ.......GNLLLLAVSDPTLLQAEEEFRFA 116
NTDB id 1401 DSB67 RS12665 WP 010643259.1 HLSSVFGLSCTSLNQYEYA.....SLC...QTLGLRDLITRHNALPLNRT.......SSTLILAVADPTNLQAEDDFRFA 116
NTDB id 1293 VP RS12240 WP 005479695.1 HLSSIFGLSQPELSQYEYA.....SLC...QQLGLRELITRHNALPLHRT.......PSTLLLAVADPTNQQAEDDFRFA 116
NTDB id 418508 SynA1528 RS00100 WP 286187966.1 ..........MPPNDRTI..........RLHPTLHDDLRRALATEPSERSTPSAPGEAPRETQAITTS.....QPSQNRT 55
NTDB id 1410 SGL RS13950 WP 010873519.1 ELKVLYGVDSVDPEVAPIATQQMAELIGRFFPL...DTCRRFKFLPLA....QQEGDPPSVLVAMVDPDNLAAQDELNRI 150
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ...TGLQVELALAD......HRALQAAIRRLYGRSIQGA........ANQGKEISQDELANLVKVSDDELQSIEDLSQDD 179
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ...TGLQVELVLAD......FRELTAAIRRLYGRSLGQE........KSGLKEINQDELAGLVDIGEDEIENIEDLSQDE 179
NTDB id 1293 VP RS12240 WP 005479695.1 ...TGLQVELVLAD......FRELSTAIRRLYGRSLSHE........KSGLKEINQEELASLVDVGADEIDNIEDLSQDE 179
NTDB id 418508 SynA1528 RS00100 WP 286187966.1 ........ESQLSLEDEASSFLEDFNA..............EGVLETAED.......EEAALSA..NAVDLESSLEDPDA 104
NTDB id 1410 SGL RS13950 WP 010873519.1 LRVKGFELRRLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQ 230
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 SPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIK 258
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIK 258
NTDB id 1293 VP RS12240 WP 005479695.1 SPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIK 258
NTDB id 418508 SynA1528 RS00100 WP 286187966.1 SPVVALVDRILLQAMSVGASDIHVEPQQKGLRLRYRQDGVLQQYVEPLPNRLIPAVTSRFKILADLDIAERRQAQDGRIS 184
NTDB id 1410 SGL RS13950 WP 010873519.1 APVINLVNKILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIR 310
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LLDNSSSATAANSQLGDLINDFKL IGSTYSNDEPAESQTQLKAQTLVYRLNDELAAGLKARKRPFYQGLMMI LVMTGPTGSGKSTTVTSLYSTLVGL
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LRLSRDTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGL 338
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LKLNQDTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGL 338
NTDB id 1293 VP RS12240 WP 005479695.1 LKLNQDTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGL 338
NTDB id 418508 SynA1528 RS00100 WP 286187966.1 R.RYRDRVVDFRVNTLPSRFGEKVCLRLLDSSATQLGLDKLISNPATLALVRDLGAKPFGMILVTGPTGSGKSTTLYSLL 263
NTDB id 1410 SGL RS13950 WP 010873519.1 R.IYQGRKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVL 389
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 RILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTL 418
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTL 418
NTDB id 1293 VP RS12240 WP 005479695.1 NILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTL 418
NTDB id 418508 SynA1528 RS00100 WP 286187966.1 AERNDPGINISTVEDPIEYTLPGITQCQVNRDKGFDFATALRAFMRQDPDVLLVGETRDLETAKTAIEAALTGHLVLSTL 343
NTDB id 1410 SGL RS13950 WP 010873519.1 AERNSPEVNINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTL 469
consensus **! ***!!*!*!!!*!* !*!!*!*!!****!**!***!!*!*!!!!!!**!!!*!!**!!**!**!**!!!!!!*!!

logo HATNDSAPAGSEATVIAIRLADSENMGVETPSFMNVLSAAGSASL ILSGLVI LVI SAQRLMARRKVLCKTPEHTYCKREIQAPVQYHERHPDNTSAEKSVELRQELLQGHSQR I
L
F
A
G
F
I
L
A
M
S
Q

N
P
T
A
N
S
T
D
G
T
E
D
E
E
S
D
VVI

N
Q
T
L
F
I
Y
F
K
RAHNRSLSPDE IH

NTDB id 1168 A1552VC RS11070 WP 000957200.1 HTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVRPSALLQSQFAFQPNE....ILY........... 483
NTDB id 1401 DSB67 RS12665 WP 010643259.1 HTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQEPNSQLQH.IGIANTE....QIF........... 482
NTDB id 1293 VP RS12240 WP 005479695.1 HTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQEHTVQLQH.LGIQTTD....NIF........... 482
NTDB id 418508 SynA1528 RS00100 WP 286187966.1 HANDAPSTIARLDEMGVETFMVSAALIGIVSQRLMRRVCPTCREPYRPDERELGRFGLMASTESDVTFFRAHR....... 416
NTDB id 1410 SGL RS13950 WP 010873519.1 HTNDAAGAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIH 549
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..EANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQESGLEKLREGITSFAELQRVL 560
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..QANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQTLQMSGIEKLKQGITSFRELQRVL 559
NTDB id 1293 VP RS12240 WP 005479695.1 ..RANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMSTLQMSGIEKLKQGITSFSELQRVL 559
NTDB id 418508 SynA1528 RS00100 WP 286187966.1 .HDGSGKTCPNCKGSGYKGRVGVYEVLRMNEELATAVSSGASTDVIRQLALESGMVTLLGYSLDLVRQGHTTLEEVGRMI 495
NTDB id 1410 SGL RS13950 WP 010873519.1 LARQKGNLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVT 629
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 YF......................................... 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YF......................................... 561
NTDB id 1293 VP RS12240 WP 005479695.1 YF......................................... 561
NTDB id 418508 SynA1528 RS00100 WP 286187966.1 LTDSGLESERRARALSTMTCKGCGAGLQESWLECPYCLTTRD. 537
NTDB id 1410 SGL RS13950 WP 010873519.1 FTDTGLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
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