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LR CELAANCA A o N R A6 L L R

MKQIIGYLRQSTIWKQQSLAAQKQWIEA ARSKHWIQMIMNFYSDKQSGRYDISRNGYMQIT LIQQGQCD LCCYRLNRLHRN
MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQITQLIQQGQCDILCCYRLNRLHRN
MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQ TQLIQQGQCDILCCYRLNRLHRN

LRI Coi) VD LERAL AR XD Rt T ol

LKNALKL KLCQIWYHVHILSVHDGYFDMDIYAFDRLKLNIFISLAELESDNIGEQV NG JMEKAKQG ITTHAPFGY|IYH
LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRLKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGY YH
LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRIFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGY YH

0TS TORAAPA W G e YARN Y N el 5 Vs

NGTFPI a4 PTVKAVEFNYY [GMGYKKIAQMLEED |4 INRGPYQVRNII NPNYCGRVEMNQYGQ NMFP IVST I
BIGTFIINQNESPTVKAVENYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI
NGEINFIINQNESPTVKAVENYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI

e TR R Ml

YE AQUENR QK]¥ Ki39%S NQLKQKIKCPYC TLTNMTIRKKBIHTLRYYVCPNMNASRFVC FKGINAQIALERIVLEYS
YEQAQRLRSQKQWKQTSSDNQLKQKIKCPCCNRATLTNMTIRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEYV]
YEQAQRLRSQKQ KQTSSDNQLKQKIKCPCCN TLTNMT RKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEYV|

A0 oL, L DT Rl

CWDF QNQME Y KINBMVTNWR KRQR IEW PNTLIGIEQLIEKLAQMYIDAETFREQTQSLRQQEISDE SIENRYQ IR 183
C DFYQNQRIYTKIKEAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHSS
C DFYQNQRIYTKIKEAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHH

DU RNy

NIIQWRFTLN LYPYI BINI K KSLWGIYFKNEPLNIVIJQTM IS I| MYt
NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIAETAS
NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSI AR
Trlx1

X non conserved
B similar
>50% conserved

160
160
160

240
240
240

320
320
320

400
400
400



