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NTDB id 418275 M594 RS08875 WP 173876603.1 AFLFTTAIQRFSERLRRAIAEKINRLPLGYFDGHSQGDTLSRVTNDVDTAAQSLNQSLGTVLSSSLLVVAVLVTMFGMNWILALV 170
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consensus !!!!! ! *!*!!!! *!*!! !**! !!!!! !!!!!*!!* !!!!!!! !! ! !!!!!!!!!! !!!*!!! !! *!! *

logo

E
KGNQVNVFDNRVFSFGYSTPDEKRTI IHNDFSAHTAHKAGQKI

VAIVGPTGAGKTTIVNLLMKRFYE I
VDKRGMS IRS IDGVDNI

T
H
K
D
EMKTRKSEVHDAFASMVLQ
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