
logo MKSKKSKWLLAGLAGVTALSLASGAVFGALVFLAACGSKSSKESKNASNDTASPGKTTFYSGYVYANSMSDPSESTLDYSIVTTSSNKTSGSPTSKDTSAVI
V
A
TNVGVDGLLMENADKYGNL IVPSLVAEDW

NTDB id 418274 M594 RS08575 WP 173876576.1 MKSKKWLLGAGVTLSAAFLFAACGKSEKNADAPKTFSYVYAMDPSSLDYSVTSKSSTSDVIANVVDGLLENDKYGNLIPSLAEDW 85
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKS..STSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSVAEDW 83
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKS..NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDW 83
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKS..NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDW 83
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logo SVSQKDGLTYTYKLIRKGI
VKWYTSDEGEEYADENVKTAQKDFVTGLKHAADGSKSADGAGI
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S
YLLVQDS IKAGLASADYI

LSGAETSNNKDFSTNVGVKAVIDEDYTVLEQ
NTDB id 418274 M594 RS08575 WP 173876576.1 SVSKDGLTYTYKLRKGVKWYTSEGEEYAEVKAQDFVTGLKHAADGKSDGLSLLQDSIKGLAAYISGESNDFSTVGVKAVDDYTVE 170
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGVKAIDDYTLQ 168
NTDB id 324 STU RS16140 WP 011226306.1 SVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDEYTLQ 168
NTDB id 292 STER RS06940 WP 011681419.1 SVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDDYTLQ 168
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logo YTLNKKQPESPFYWNSKVTTTYAGSTLMLLSFPVNEEDFLNKSNKGKDYFGTKPSTTDPSTS I LYNGPYFLLKSLTSAKSAS I EYLETVKNPEHNYWDKDKNVKHI
FDSAIKFLTSFYYD

NTDB id 418274 M594 RS08575 WP 173876576.1 YTLNKPESFWNSKVTTATMLPVNEEFLNSKGKDYGTP.TPSSILYNGPYLLKSLTSKSAIEYEKNPNYWDKDNVKIDSIKLTFYD 254
NTDB id 475 HSISS4 RS07005 WP 021143809.1 YTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDKKNVHFDAIKLSYYD 253
NTDB id 324 STU RS16140 WP 011226306.1 YTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYYD 253
NTDB id 292 STER RS06940 WP 011681419.1 YTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYYD 253
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logo GSDQDESALEIVRSGFTQDGAYSTNLTFARLVYFPTSSNFYESASTVKEKEKYGKDKNI FVYYSTPAQPEGATSSTYSYALITGI
VNLVINDRQSYNKFKYSTAKTKETEDASQEKSTSTKEKALLNKNDFRQ

NTDB id 418274 M594 RS08575 WP 173876576.1 GSDQESLIRSFTQGAYTTARLFPTSSNFESTKKEYGDKIVYSPQEATSYYLTVNVNRQSYNKTAKTEEAQKTSTKEALLNKNFRQ 339
NTDB id 475 HSISS4 RS07005 WP 021143809.1 GSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKKTDAEKTSTKKALLNKDFRQ 338
NTDB id 324 STU RS16140 WP 011226306.1 GSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKKTDSEKSSTKKALLNKDFRQ 338
NTDB id 292 STER RS06940 WP 011681419.1 GSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKKTDSEKSSTKKALLNKDFRQ 338
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LYNPAEKAKATAEFAKAKETDETA
NTDB id 418274 M594 RS08575 WP 173876576.1 ALNFALDRHSYTAQLNGEEGADKIIRNSLVPHDYVQVGEKTFGELAQEQLVSYGDQWKDVALTDGKDTIYNPEKAKAAFAKAKTE 424
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFTDGQDGLYNAEKAKTEFAKAKET 423
NTDB id 324 STU RS16140 WP 011226306.1 AINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFADSQDGLYNAEKAKTEFAKAKDA 423
NTDB id 292 STER RS06940 WP 011681419.1 AINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNLADSQDGLYNAEKAKTEFAKAKDA 423
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logo LQAKDGVAQFP IRHLDI
LPVENDQTSDSVKI
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NTDB id 418274 M594 RS08575 WP 173876576.1 LQAKGVAFPIRLDIPVEQTDVIAVQQTNSLKQSIESTLGTDNVIIDVLQMTDNEKMSITSQAKVPAQKDYDL.NGTGWGPDYQDP 508
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQNATLNAANAAAEDWDISNGVIWGPDYQDP 508
NTDB id 324 STU RS16140 WP 011226306.1 LQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLENVTLNAANAAAEDWDISNSVAWAPDYQDP 508
NTDB id 292 STER RS06940 WP 011681419.1 LQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLENATLNAANAAAEDWDISNSVGWAPDYQDP 508
consensus !!!*!!*!!!*!!*!!*!*****!*!**!!!!*!!**!!**!!*!!**!*********!**!***!**!*!**! **!*!!!!!!



logo

A
STYLNDI LFDKATKTKSGSSEANLTKHTALFGMI

G
T
Y
R
D
G
D
K
P
D
N
P
N
E
A
V
A
M
AAQVGLDKEDYKDKALLDNDSAAASETTSDLNAKVRYEDKRYAKQAQAWVLSEDSSLLVIPVLATSVSGNGGASAPATVVI S

NTDB id 418274 M594 RS08575 WP 173876576.1 ATYLNILDAKKGSALKHLGITRGKDPEVMAQVGLDEYKKLLDDAAAETSDLNKRYEKYAKAQAWVSDSSLLIPVASS.GGSPTVS 592
NTDB id 475 HSISS4 RS07005 WP 021143809.1 STYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVIS 593
NTDB id 324 STU RS16140 WP 011226306.1 STYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAIS 593
NTDB id 292 STER RS06940 WP 011681419.1 STYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVIS 593
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logo RTLVTPFTKGAYSMSLQVGI
DKGNDSPSSNFDVYFIKGYLVEKLPQKEDKVVTTKKEYEEQASLRKEKWQLKEKI
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T
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NTDB id 418274 M594 RS08575 WP 173876576.1 RTVPFTKAYSQVGIKGDP.FVFKGLELQKDVVTTKEYEEALKKWQKEKIETNAKYQKELEKHVK 655
NTDB id 475 HSISS4 RS07005 WP 021143809.1 RLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWLKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 RLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 RLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
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