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SIBG LSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFH IL AFCGWSL M RFL LGI AHFIDIRMGAGDFLFLASC VFS
SWG LSLGQVILITAGLTLGIYDFRHQEYPLLVWHTFHLEL FR{SGWNLVMVJJFL LGILAHFIDIRMGAGDFLFLASCALVFS
YSWG LSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMV|JFLIALGILAHFIDIRMGAGDFLFLASCALVFS
YSWLSLQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS

YSWISRLSLMQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS
YSWIRRLSLEQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILTASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS

YSWG LSLGQV LITAGLTLGIYDF HQEYPLLVWMTFWLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS
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