logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 361 SMU RS01310 WP 002262737.1
id 327 STU RS16115 WP 011226304.1
id 295 STER RS06915 WP 011226304.1

id 41817 SALIVB RS02825 WP 013990226.

id 478 HSISS4 RS06985 WP 021143811.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 361 SMU RS01310 WP 002262737.1
id 327 STU RS16115 WP 011226304.1
id 295 STER RS06915 WP 011226304.1

id 41817 SALIVB RS02825 WP 013990226.

id 478 HSISS4 RS06985 WP 021143811.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 361 SMU RS01310 WP 002262737.1
id 327 STU RS16115 WP 011226304.1
id 295 STER RS06915 WP 011226304.1

id 41817 SALIVB RS02825 WP 013990226.

id 478 HSISS4 RS06985 WP 021143811.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 361 SMU RS01310 WP 002262737.1
id 327 STU RS16115 WP 011226304.1
id 295 STER RS06915 WP 011226304.1

id 41817 SALIVB RS02825 WP 013990226.

id 478 HSISS4 RS06985 WP 021143811.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 361 SMU RS01310 WP 002262737.1
id 327 STU RS16115 WP 011226304.1
id 295 STER RS06915 WP 011226304.1

id 41817 SALIVB RS02825 WP 013990226.

id 478 HSISS4 RS06985 WP 021143811.1

consensus

1

1

1

1

1

ORI SRV LELRAS

TR 184

SBRRL

el %MM%

RMWMMMQEMMMMMW

WDILKY DWABITRGAI WIFQDPMTSLDPINURIGIRQOIEEIZT KH JQUTINKEAIRKIZA DM KVGIP A |3 pN YPEIQ
TKIJKSHQDWARNIRGAKIATIFQDPMTSL PIKTIGSQI EVIVKHQGKTAKEAKKMAIDYMDKVGIPDAEKRFNEYPFQY]
TKIFKSHQDWABMIRGAKIATIFQDPMTSL PIKTIGSQI EVIVKHQGKTAKEAKKMAIDYMDKVGIPDAEKRFNEYPFQY
TKLKSHQDWAJJTRGAKIATIFQDPMTSLDPIKTIGSQI EVIVKHQGK AKEAKKMAIDYMDKVGIPDAEKRFNEYPFQY]
TKLKSHQDWABITRGAKIATIFQDPMTSLDPIKTIGSQI EVIVKHQGK AKEAKKMAIDYMDKVGIPDAEKRFNEYPFQY
* | 1 1 ! trrrrrrrsl L R Fk bbbk bbb b LD D] RN

Rl T A

SGGMRQRIVIAIALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASIADKVAVMYAGEIIE

SGGMROQRIVIATIALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASTIADKVAVMYAGEIIE

SGGMRQRIVIATALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASIADKVAVMYAGEIIE
I S

R TS D DR

P b bk b D Dk

T Lol

Tt

BRI

Pl

EER Dok 1 Lkok 1ok 1ok |

350
TWLLHEDAPKV KPAVIQONLHEKI|BANMGFAHLGDEEEGNA 361
TWLLHEDAPKV KPAVIQONLHEKI|BANMGFAHLGDEEEGNA 361
TWLLHEDAPKV KPRVIQNLHEKI BNMGFAHLGDEEEGNA 361
TWLLHEDAPKV KPAVIQNLHEKI ANMGFAHLGDEEEGNA 361

EEEEE Tl otk ok Lk |

156
160
160
160
160

236
240
240
240
240

316
320
320
320
320



(>4 S

non conserved
similar
>50% conserved



