e U \/AztASVEKXY el

NTDB id 41801 SALIVB RS01455 WP 013990040.1 34
NTDB id 358 SMU RS01425 WP 002263523.1 80
NTDB id 421 SGO RS10260 WP 012131060.1 36

NTDB id 511 SMSK321 RS10730 WP 000668322.1
NTDB id 483 SM12261 RS00275 WP 000668315.1

. RPQVDQMDCGVASLAMVFGYYGSYYSLA 36
ARPQVDOMDCGVASLAMVFGYYGSYYSLA| 36

NTDB id 247 KZH43 RS00220 WP 000668290.1 36
NTDB id 206 SPD RS00235 WP 000668290.1 36
NTDB id 171 SPR RS00230 WP 000668290.1 36
NTDB id 131 SP RS00255 WP 000668284.1 36
consensus Pl DD b 1] P skl
o LA, T e FETRAIAD TLHULTE FAURE VYT okos W) )

s | _RRB N <§* LD <g SY I N-ﬁL )
NTDB id 41801 SALIVB RS01455 WP 013990040.1 Y|R:ARWAQINSRECHRSVNNEIRYE AVNK Q 114
NTDB id 358 SMU RS01425 WP 002263523.1 MLREL KTREQIGTTALG V|HNAJQY GFETR IKADMTLFDMYDLT PF [JHV KEJ LENHYYVVNGER] [ 160
NTDB id 421 SGO RS10260 WP 012131060.1 PLREAKTTRYDGTTALGLVKVAE[Y FFETRAJKADM LFDLJX PF AH LK GKLLHYYVVTGQDK IHIADPDP(M 116
NTDB id 511 SMSK321 RS10730 WP 000668322.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDK[SIHIADPDPG 116

NTDB id 483 SM12261 RS00275 WP 000668315.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116

NTDB id 247 KZH43 RS00220 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 206 SPD RS00235 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 171 SPR RS00230 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 131 SP RS00255 WP 000668284 .1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116

consensus * 11 Dok DL 11Dk Pokoskokoskok 1 U P skokok LERE R ! Pl sk kbl D] %

VLT T Aot ) onBc VLATLVTYIAIV:SYYLGB

NTDB id 41801 SALIVB RS01455 WP 013990040.1 KjQMIMZLINEINAKINENEAYAIRSE VIZGETMTKY|92D VP E|RRSISNNNE RR GLIAIVL LVT NI GSYYLQSIID 194

NTDB id 358 SMU RS01425 WP 002263523.1 VK T § ERF FEWTG [\ FIAPNP YKPHK[§ KNGL iy Gi 240
NTDB id 421 SGO RS10260 WP 012131060.1 VK TK BRERFE EWTG T FRAPSPRAYKPENERKNGLL 196
NTDB id 511 SMSK321 RS10730 WP 000668322.1 VKLTKLPRERFE\EEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY 196
NTDB id 483 SM12261 RS00275 WP 000668315.1 VKLTKLPRERFEEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVT INIVGSYYLQSIIDTY] 196
NTDB id 247 KZH43 RS00220 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY] 196
NTDB id 206 SPD RS00235 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY] 196
NTDB id 171 SPR RS00230 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY] 196
NTDB id 131 SP RS00255 WP 000668284.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY 196
consensus Pokokokokoskok Dok Dok 111D Dok Dokokok | * ok ! Ve 1ok sk ko | ! Plskokok D DR DD Dok Dk ]

|

I

N

RL SHTHY &

S

IS MR LWL

NTDB id 41801 SALIVB RS01455 WP 013990040.1 274
NTDB id 358 SMU RS01425 WP 002263523.1 QQ A EYLLIAVLERLFIDVILSYIKH FWLPMSFFATRRTGEISRFTDANNII 320
NTDB id 421 SGO RS10260 WP 012131060.1 TLG ISIGL IVYILQQELSYAQEYLLLVLGQRLSIDVILSYIKHVFNLPMSFFATRRTGEIVSRFTDANRKIII 276

NTDB id 511 SMSK321 RS10730 WP 000668322.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 483 SM12261 RS00275 WP 000668315.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276

NTDB id 247 KZH43 RS00220 WP 000668290.1 VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 206 SPD RS00235 WP 000668290.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 171 SPR RS00230 WP 000668290.1 VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276

NTDB id 131 SP RS00255 WP 000668284.1 VPDQMRSTLGIISIGLVIVYIFQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII|EYLS
consensus Uk orok Dk Dok LDk Dk Dok | Lk N e e N N N e N e N NN N NN Y N



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

41801 SALIVB RS01455 WP 013990040.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

41801 SALIVB RS01455 WP 013990040.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

41801 SALIVB RS01455 WP 013990040.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

41801 SALIVB RS01455 WP 013990040.1

358
421
511
483
247
206
171
131

consensus

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

L

)

LDl Tlew o A o LSS DL

VLFSQN ELFF#TLL P Y[\ IIFJ@FMKPFEKMN TMEAN

DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFHTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,

DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSONTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,

DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET|
DU D LD DD E ko Dofokotokror Dok D Dok LDk b Dok Dok Dokok 1 Lo Dok Do b1 Dok Dokokok | 1ok | N

T AN

IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN

IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN|
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN

IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN,
[ R Y R R R R ey gy I ey e oy o ey I RN R AN

RO RUEINLY st T Y Y R

I IR
[NAI\VANNRL EVY VIJYEIXE RN
P ENIINLQ KLQ ARVANIRLNEVYLVESEFEKDGD SENE|FLDED IBIFE
E

PLENIINLQTKLQ AVANRRLNEVYLVISSEFEEKK|R |4DL Sl DpRYF [EVEJYKYGYGR VLS I LEIPIAGSKE FV

[ N N N R I o Y R I R Y o R e Ry oo Tk Dk koo 1% |

19 TR s KL R LELL AR TDIIRAE

R
G SGSGKTTLAKMMVEFYRPRQG IELGGVNLNQ DKMALRQYINYLPQQPYVFNGTILENLLLGA EGTTQEDILRAVE]
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTIL NLLLGAKEGTTQEDILRAVE

GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE

GISGSGKTTLAKMMVNFYDPSQGEISLGEVNLNQIDKKALRQYINYLEQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
NN EENNNEN I NN N NN N

354
400
356
356
356
356
356
356
356

434
480
436
436
436
436
436
436
436

510
560
516
516
516
516
516
516
516

587
640
596
596
596
596
596
596
596



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

41801 SALIVB RS01455 WP 013990040.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

41801 SALIVB RS01455 WP 013990040.1

358
421
511
483
247
206
171
131

consensus

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

UERDIER WALy

AEIRH] DIE@MPQGYQTELISDGAGISGGQ QRIALARALLTN APVLILDEATSSLDILTEK I BNL
LAEIRDIERMPLNYQTEL DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRI DNL

LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAP LILDEATSSLDILTEKRIVDNL
LAETREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

LAETREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

LAETREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
698

LR el i

RT .
HRLTIAER E&VVVLDQG IVEFJGEHIY L RAAGFYRHLVNS 717
717
717
717
717
717
717

X non conserved
B similar
>50% conserved

I R

665
719
675
675
675
675
675
675
675



