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NTDB id 41787 WKK RS06215 WP 013989793.1 MVKEIPIRSEVPTSQTWDLTTIFKDDQAFDAAVEDLNLRLELSDALAEKVSNSGQDLYQALQYGLSLMRDLEKVYVYASMKSDQD 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ...MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQD 82
consensus *** * !**** !!!!!!!! ! ** ! ! ! ! ** !* ! ! *!!!! !!!*!!!!!!! !!!

logo TGTNVGQLYYQEGLYNQAI
KAGSNLAYASQLVSESAFIAFYFDEPAEFVLMASLDSDKQKQLAEFMF

KEQTEPGRLGKDLYDQHYFERTI
LLATNQKDGHVLSQREASEELLAAGAGSDE I

VFNAGPS
NTDB id 41787 WKK RS06215 WP 013989793.1 TGNQYYQGLNAIAGNLAAQVSSAIAFFDPAVLSLSDQQLAEMFETEPRLKDYQHYFETILTQKGHVLSRESEELLAGASEVFNAS 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGP 167
consensus ! !! *! ! !! !*! ! !*!*! * ! ! !!! ! !! ! ! !!!! *! *! !!!! ! !!!!!*! **!!**
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NTDB id 41787 WKK RS06215 WP 013989793.1 QNTFSILDNADMEFGAVENEDGEFEQLTNGVYSRLLESSNPTVRKNAFQTFYQSYAQLENTFGTLISGNVKQQNFQAQVRNYQSA 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSA 252
consensus !! *!!!!!* !* ! !* !!*! * !*!! * *!! !* ! *! ! *!** * ! !! *!*!! !!*!*!!
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NTDB id 41787 WKK RS06215 WP 013989793.1 REAALAQNHIPEVVYDNLVETTHQALPLLHRYVALRKKMLKLPELHSYDLYTPILGTPDFDIDYESAKAMALEALKPMGDEYLSI 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 RHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETE.TALTYEESLKKAEEVLAIFGEEYSKG 336
consensus !*!!!! !*!!! !!! !*!* * *!!!!!!!* !!!!*! !*!!* !!*!!!* !** * !! ! ! ! * !*!!
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NTDB id 41787 WKK RS06215 WP 013989793.1 MNDAFDERWIDVVENKGKRSGAYSGGSYDTNPFMLLNWVDNLNNLYTLVHEMGHSVHSYQTRNNQPYQYGDYPIFLAEIASTTNE 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNE 421
consensus ** !! !!!!!!**!!!!!!!!!!!! !!!!*!!!!!! ! ! !!*!!!!! !!!*!! !!* !!! !!!!!!!!!!!!!!!!!
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NTDB id 41787 WKK RS06215 WP 013989793.1 NLLTDYLLKTITDPQIRAYILNQYLDGFKGTMFRQTQFAEFEQWMHEQDASGVPLTAEVLDDAYLDLNQEYYGPALTVDPEIAYE 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFE 506
consensus !*!!* !!! * !* ! !!!*!!!!!!!!*!!!!!!!!!!* *!! !!!! *!!!* * ! !!! !! * *!! *!

logo WAER IPHFYMYNFYYVFYQYASTGFAAASTAYLAEKKQI LVHGGTETEDGKVAEAYLMS
TYLKQAGSSDFYPLEVIKKAGVDMATKNTDYLDQAATFDKVFEDQRLNVEFLE

NTDB id 41787 WKK RS06215 WP 013989793.1 WARIPHFYYNFYVFQYSTGFAAATALAKQILHGGTEGVAAYMSYLQAGSSDFPLEVIKKAGVDMAKTDYLQATFDVFEQRLNEFE 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 WERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELE 591
consensus ! !!!!!! !*!!*!! !!!!!!* !! !*!! ! !!**!! !!!!!*!!!!!!!!!!!! !!!! ! ! !!! !! ! !
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NTDB id 41787 WKK RS06215 WP 013989793.1 SIIDTL.... 601
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALVEKGVHLS 601
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