logo

NTDB id 38 MW RS08220 WP 001566670.1

NTDB id 417715 E3S80 RS02475 WP 025174327.

NTDB id 22 SA RS07995 WP 001557362.1
consensus

logo

NTDB id 38 MW RS08220 WP 001566670.1

NTDB id 417715 E3S80 RS02475 WP 025174327.

NTDB id 22 SA RS07995 WP 001557362.1
consensus

logo

NTDB id 38 MW RS08220 WP 001566670.1

NTDB id 417715 E3S80 RS02475 WP 025174327.

NTDB id 22 SA RS07995 WP 001557362.1
consensus

logo

NTDB id 38 MW RS08220 WP 001566670.1

NTDB id 417715 E3S80 RS02475 WP 025174327.

NTDB id 22 SA RS07995 WP 001557362.1
consensus

logo

NTDB id 38 MW RS08220 WP 001566670.1

NTDB id 417715 E3S80 RS02475 WP 025174327.

NTDB id 22 SA RS07995 WP 001557362.1
consensus

logo

NTDB id 38 MW RS08220 WP 001566670.1

NTDB id 417715 E3S80 RS02475 WP 025174327.

NTDB id 22 SA RS07995 WP 001557362.1
consensus

LY YISV HELL IR LS5 A I R

MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFSSWYLHYSQQAIFNYINYIERNSQFNERAQ
MLYVALSMIVGVLWNSSKVLSTFLFILLLYIRPIYRKNKIVYAPRSLFLIIFSSWYLHYSQQAIFNYINYIERHSQFNERAQ
MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFSSWYLHYSQQAIFNYINYIERNSQFNERAQ

NROTACRLLAE R LA S SEVBMEVTLAO S LI

VIQIQRQGSDTYKGRLSLKNEIYPFFLT KKNFDLKKIESRNCIVKGQFKVN NKFVTLKLQSIVVQSCLESNRSNLIEK
VIQIQRQWSDTYKGRLSLKNEIYPFFLTDKKNFDLKKIESRNCIVKGQFKVNENKFVTLKLQSIVVQSCLESNRSNLIEK
VIQIQRQGSDTYKGRLSLKNEIYPFFLTDKKNFDLKKIESRNCIVKGQFKVNENKFVTLKLQSIVVQSCLESNRSNLIEK

A IR LT MR LA S AL VLU LV

HKQFIMNRIYDSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYJQPLKRLNLPLFVIKGIT
HKQFIMNRIYDSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNLPLFVIKGIT
HKQFIMNRIYDSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNLPLFVIKGIT

WL SRR TVLTRONR KL UL RSRSEH LPHE

IIVLIALFAQYTNYAPSAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ
ITVLTLFAQYTNYAPSAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ
IIVLTL AQYTNYAPSAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ

OSHLAELTHALAOH WLV L DILH T LN LSRE

QLSKLQSLFIITFIAQLASFIVAIPNFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFH
QLSKLQSLFIITFIAQLASFIVAIPNFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSEFNFH

QLSKLQSLFIITFIAQLASFIVAIPNFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFH
PELLE e rrrrrrrrrrrnt

DWLLDLFTRIKQSHFSVPKFNDWIFIIFIISVYYIFWLLAKRKYILVTFWTIIILTLLITFPTNSHHKITMLNVGQGDSI

160
160
160

240
240
240

320
320
320

400
400
400

480
480
480



logo

NTDB id 38 MW RS08220 WP 001566670.1

NTDB id 417715 E3S80 RS02475 WP 025174327.1
NTDB id 22 SA RS07995 WP 001557362.1
consensus

logo

NTDB id 38 MW RS08220 WP 001566670.1

NTDB id 417715 E3880 RS02475 WP 025174327.1
NTDB id 22 SA RS07995 WP 001557362.1
consensus

logo

NTDB id 38 MW RS08220 WP 001566670.1

NTDB id 417715 E3S80 RS02475 WP 025174327.1
NTDB id 22 SA RS07995 WP 001557362.1
consensus

logo

NTDB id 38 MW RS08220 WP 001566670.1

NTDB id 417715 E3S80 RS02475 WP 025174327.1
NTDB id 22 SA RS07995 WP 001557362.1
consensus

V

e RIS K LR DL L Y

LYEGGKNQNVLIDTGGKVIDDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIMIYNKG
LYEGGKNQNVLIDTGGKVIDDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIYNKG
LYEGGKNQNVLIDTGGKVIDDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIYNKG|

(OO LKL CRAESHRDSEL A ACKNIER 1 TORALL L

YSSNTLMLLSKLSHKYNIKLEEDVRQVSSFKLGDSSFLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLL
YSSNTLMLLSKLSHKYNIKLMDVRQVSSFKLGDSSFLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLL
YSSNTLMLLSKLSHKYNIKLMDVRQVSSFKLGDSSFLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLL

L EDILA s STSEE RS S L ATENRUR BRI LN

KKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSGKNNMYHLPNIEVVKRLQRIRSRIYNSQQONGQVTIDLDDNL
KKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSGKNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLDDNL

KKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSGKNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLDDNL
N

AN

KVDSNSYGNASG L K]
KVDSNSYGNASG L K]

KVDSNSYGNASG L K]
I

X non conserved
B similar
>507% conserved

560
560
560

640
640
640

720
720
720



