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NTDB id 41760 PSTAB RS19600 WP 041772016.1 MFGSNDDKKTPAEPGEKKGLFGWLRKKPQPASAEQPATEPQADSEPVE....QTVANVETP....AATPQHEEPRAVEADLQPTE 77
NTDB id 1118 NGFG RS11455 WP 003696286.1 ...................MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVE 66
consensus ********************! * !*!* * ** * *! *!!****! !*!* *****! ** * * !!! * !
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NTDB id 41760 PSTAB RS19600 WP 041772016.1 VIES...PLPEPVP..........EPEPEPEPEPLSAPVVAATPEAPAKLGFFARLRQGLSKTSASIGEGMASLFLGKKAIDDDL 149
NTDB id 1118 NGFG RS11455 WP 003696286.1 QVKETVAEMPSEAGEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFG.GGQIGEDL 150
consensus * *****! * ***********!* *!* *!** * ! * **!!!* !!!*!!! !* ** *! *! * ! *!!
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NTDB id 41760 PSTAB RS19600 WP 041772016.1 LDELETRLLTADVGVEATTAIMQNLTRRVSRKELADSGALYTALQEELVGLLKPVEQPLAIDAGKRPYVILVVGVNGVGKTTTIG 234
NTDB id 1118 NGFG RS11455 WP 003696286.1 YEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIG 235
consensus *!!!! !*!*!*!*!!! *! * !!! ! ! ! ! !! ! ! !*!!*! !! ** ! !*!!** !*!! !!!!*!!
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NTDB id 41760 PSTAB RS19600 WP 041772016.1 KLAKKLQLDGKKVMLAAGDTFRAAAVEQLQVWGERNGIPVIAQHTGADSASVIFDAVQAAKARGIDVLIADTAGRLHTKDNLMEE 319
NTDB id 1118 NGFG RS11455 WP 003696286.1 KLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE 319
consensus !!!! ! !! !*!!!!!!!!!!! !!!! !! !! **!! !*!!*!!! !*!!!!!!!!!!!!!***!!!!!!! ! *!!!!

logo

I
LKKVKRRVLMGQKALDI EPGSAPHE I

V
I
L
L
VVLDAGNI

TGQNAI
VNQTVKRAQFDNDQALVEGLTGLAI LVTKLDGTAKGGI

V
I
L
A
FALAKSDQFRGPTVP I

VRYIGVGEGIDDLR
NTDB id 41760 PSTAB RS19600 WP 041772016.1 LKKVRRVMGKLDESAPHEVLLVLDAGTGQNAINQTRQFNQAVELTGLALTKLDGTAKGGVIFALAKQFGTPIRYIGVGEGIDDLR 404
NTDB id 1118 NGFG RS11455 WP 003696286.1 IKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLR 404
consensus *!!!*!!* ! * !!!!***!!!! !!!!*!! * ! !* !!!! *!!!!!!!!!!** !!! * !*!!!!!!!!!!!!!
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NTDB id 41760 PSTAB RS19600 WP 041772016.1 TFEADAFVKALFAQREDA 422
NTDB id 1118 NGFG RS11455 WP 003696286.1 PFDARAFVDALLD..... 417
consensus *!*! !!! !! *****
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