
logo MVLLYQFLLRYKDFLTQWKLYI I SAVVL IMVL IGF I FWRQDDYTSRDNFENKDNTALKQSTSENNSSLSKVLEDVQAVKDGDNSK
NTDB id 417418 E3S92 RS02080 WP 160190102.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRDFENKDTALKQSTSENSSLSKLEDVQAKDGDNSK 80
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNSK 80
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDGDNSK 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!*!!!!*!!!!*!!!!!!!

logo NKGPVYVDI
VKGAVKHPNVYKMTSKDRVVDLLDKAQLLEDDADVSRQINLSEKLTDQKMI F IPHKGQKNVEPQFI EGEVNSVHVKN

NTDB id 417418 E3S92 RS02080 WP 160190102.1 NKGPVYVDIKGAVKHPNVYKMTSKDRVVDLLDKAQLLDDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQFGENSVHVKN 160
NTDB id 36 MW RS08230 WP 001793467.1 NKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQLLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVNSVHVKN 160
NTDB id 20 SA RS08005 WP 001802022.1 NKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQLLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEVNSVHVKN 160
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!***!!!!!!!

logo GNTNNTKVNLNTASVSELMSVPGVGQVAKANAIVEYRNQQGAFQE IDDLKKVKGFGSKTFDKLKSYFTTI
NTDB id 417418 E3S92 RS02080 WP 160190102.1 GNTNNTKVNLNTASVSELMSVPGVGQVKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTT 228
NTDB id 36 MW RS08230 WP 001793467.1 GNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI 228
NTDB id 20 SA RS08005 WP 001802022.1 GNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI 228
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*
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