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NTDB id 16 SA RS07765 WP 000472256.1 ..........
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NTDB id 231 SPD RS09885 WP 000738626.1 .......
NTDB id 197 SPR RS09420 WP 000738626.1 .......
NTDB id 530 SMSK321 RS09230 WP 000738643.1  .......
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