logo

NTDB id 416796 E3S67 RS06370 WP 000776422.

NTDB id 31 MW RS08000 WP 000776422.1
NTDB id 15 SA RSO7770 WP 000776422.1
consensus

logo

NTDB id 416796 E3S67 RS06370 WP 000776422.

NTDB id 31 MW RS08000 WP 000776422.1
NTDB id 15 SA RSO07770 WP 000776422.1
consensus

logo

NTDB id 416796 E3S67 RS06370 WP 000776422.

NTDB id 31 MW RS08000 WP 000776422.1
NTDB id 15 SA RSO7770 WP 000776422.1
consensus

logo

NTDB id 416796 E3S67 RS06370 WP 000776422.

NTDB id 31 MW RS08000 WP 000776422.1
NTDB id 15 SA RSO7770 WP 000776422.1
consensus

logo

NTDB id 416796 E3S67 RS06370 WP 000776422.

NTDB id 31 MW RS08000 WP 000776422.1
NTDB id 15 SA RSO07770 WP 000776422.1
consensus

L ELRLORRR UL LAY YR TR L LS

MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG
MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG

MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG
PELL e rrrrrrrrrrrrrrret

(0T GHLEAE ALY RASERLLTLOL VF A ITLTVEARRLYT ML

YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS
YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS

YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS
P rr e rrrr e rrrr ettt rrrr e rrrnd

SRATLOPTLTI LV A RPN LAY LRI T

SFQKTLSFFITSLPTIIVVMLIIVSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ
SFQKTLSFFITSLPTIIVVMLIIVSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ

SFQKTLSFFITSLPTIIVVMLITVSMLATIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ
N

Db L MILLGE L CHEN ARG SR LELA LI A

SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIK|
SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIK

SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKATIK]
PELL e rrrrrrrrrrrrnt

URCHRICLEIWILL LR Ol

QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQS I KIS
QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQS I KRR

QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQS IKEEE
| T T T T Y I A |

X non conserved
B similar
> 50% conserved

80
80
80

160
160
160

240
240
240

320
320
320



