
logo

MAS
M
R
A
M
G
S
L
VNKVI ILVIGRNLGKNQRDPDEMTVRTYMS

P
S
NGGDEAVTACTNLFITS ILVATTSDESTWKRNDRKAMTNGQEKQRKQRVEVKRTEWHNRVIVTLFMF

Y
G
R
R
K
Q
LAEVIAGEQYLRKKGRGSKPQLVYVIL

NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 41654 NIT79A3 RS12040 WP 013966464.1 ..MASVNKVILIGNLGKDPETRYMSNGDAVTNITLATTDTWKDK.NGEKQEKTEWHRVTFYRKLAEIAGEYLKKGRPVYI 77
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
consensus **!!!!**!*!!*!!**!*!**!*!! ****!!***!*!* *!** !*!!!!********!!*!!*!!*!! !!*

logo EGKQRI
L
E
K
Q
S
TRKYWTQGDQKNSDGVIQDERTYSATYTEDVI IQVGVADQNGYNGDIVELMQKMLDGNSGRAQSNQESQGNNGSDTGDFGEGMAGSPNAEQYDEGQGQSEGMWYGNVQAPAPAQSQGTENSAW

Y
G
N
Q
Q
R
G
P
G
Q
A
YSDNYA

Q
P
Q
A
N
S
K
N
R
K
N
Q
F
H
P
N
Q
A
G
S
P
G
M
T
D
N
Q
A
A
Q
P

NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MP.AQGGMNVPAQQGSWGQPQ.....QPAKQHQPMQQ 153
NTDB id 41654 NIT79A3 RS12040 WP 013966464.1 EGRLETRKWTDKDGVERYTTDIIAN....DMKMLGNRQSGNTDES.EQQ.......................NK...T.. 124
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAP.YDEGYGQ..SQEAYQRPA.....QQSRQPAPDAP 144
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAP.YEEGYGQ..SQEAYQRPA.....QQSRQPASDAP 144
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 T....RPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 SAPQQ......YSQPQYNEPPMDFDDDIPF 177
NTDB id 41654 NIT79A3 RS12040 WP 013966464.1 .....TP.SAARAGAGNAGGFDDMDDDIPF 148
NTDB id 1131 NGFG RS05740 WP 003695064.1 SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
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