
logo MLVALNGEEKERVLATTALRKTQYFCPVCGKQVI LKRGLKVI SHFAHKHLAEQKCFNNESTIKHYKSKL I LAQMIQQQGFCKV
NTDB id 416369 E3S88 RS03075 WP 124780230.1 MLVALNGEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNESIKHYKSKLILAQMIQQQGCKV 80
NTDB id 26 SA RS04860 WP 000959282.1 MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKV 80
NTDB id 42 MW RS04740 WP 000959293.1 MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGFKV 80
consensus !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!

logo E I EPFLKE IKQIPDI L INNKYVI ELQYSP IPYKQI LQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFHQSLMF INPFITRKL
NTDB id 416369 E3S88 RS03075 WP 124780230.1 EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSMFINPITRKL 160
NTDB id 26 SA RS04860 WP 000959282.1 EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFHSLFINPITRKL 160
NTDB id 42 MW RS04740 WP 000959293.1 EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSMFINPFTRKL 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!*!!!!

logo HTFNLEKKQIMMFQQIQYI
LGGHKYVAEKRNTAKI ISELFNEAPCDYHAVYKLPSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ

NTDB id 416369 E3S88 RS03075 WP 124780230.1 HTFNLEKKQIMMFQQIQYIGGHKYVAEKRNTKISELFNEAPCDYHAVYKLPKFAINQYIKYCRWQNSVLEPTLSAMYQLQ 240
NTDB id 26 SA RS04860 WP 000959282.1 HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKIIELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ 240
NTDB id 42 MW RS04740 WP 000959293.1 HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ 240
consensus !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LTDQEVVYHNYGYI FPEQIY IKENHP I EWQLQVDLWLKNGKSKLLVSNDNLNYFKLKKF IVGALESKTAI I EKL INNYLNI SCSDR
NTDB id 416369 E3S88 RS03075 WP 124780230.1 LTDQEVVHNYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKLLSDNLNYFKLKKFIVALESKTAIIEKLINNYLNISSDR 320
NTDB id 26 SA RS04860 WP 000959282.1 LTDQEVVYNYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAIIEKLINNYLNICSDR 320
NTDB id 42 MW RS04740 WP 000959293.1 LTDQEVVHNYGYIFPEQIYIKNHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVGLESKTAIIEKLINNYLNICSDR 320
consensus !!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!

logo GNDVQI LF
NTDB id 416369 E3S88 RS03075 WP 124780230.1 GNDVQILF 328
NTDB id 26 SA RS04860 WP 000959282.1 GNDVQILF 328
NTDB id 42 MW RS04740 WP 000959293.1 GNDVQILF 328
consensus !!!!!!!!
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