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NTDB id 583 DLJ51 RS09560 WP 002962590.1 ..MYNKVILIGRLTAAPEMVKTPSNKSVTHITLAVNRRFKTQ.DGER..QADFVNVVFWGKLAESLVSYAGKGSLVSLDG 75
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA.SGEI..EADYVNCTLWRKTAENTALYCQKGSLVGVSG 75
NTDB id 416315 E3S90 RS13495 WP 039702429.1 ..MLNRTVLVGRLTKDPELRSTPNGVNVGTFTLAVNRTFTNA.QGER..EADFINVVVFKKQAENVKNYLSKGSLAGVDG 75
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGVDG 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEG 78
NTDB id 1103 NMB RS07590 WP 002212976.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEG 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEG 80
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NTDB id 583 DLJ51 RS09560 WP 002962590.1 EIRTRHYEK.DGQTHYVTEILAQSFQLLESRAQRALRENNGASDL................................... 119
NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNS........NQS..NGSQQSGFTSP..QQTGNA 143
NTDB id 112 BSU 36310 NP 391512.2 RIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.......................................... 113
NTDB id 416315 E3S90 RS13495 WP 039702429.1 RLQTRSYENKVGQRVFVTEVVADSVQFLEPKNNNQQPNNNYQQQNN...............................SYN 124
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGG........GQYFGGGQNDNPFGGN..QNNQRR 145
NTDB id 1131 NGFG RS05740 WP 003695064.1 RIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPYDEGYGQSQ.......EAYQRPAQQSRQPAPDAPSHPQEA 150
NTDB id 1103 NMB RS07590 WP 002212976.1 RIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPYEEGYGQSQ.......EAYQRPAQQSRQPASDAPSHPQEA 150
NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN....ATR 156
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NTDB id 583 DLJ51 RS09560 WP 002962590.1 ...............TDLVLEEEELPF 131
NTDB id 624 LCA RS00040 WP 011373726.1 PAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ........................... 113
NTDB id 416315 E3S90 RS13495 WP 039702429.1 APQNRQQNNPFANANGPIDINDDDLPF 151
NTDB id 113 BSU 40900 NP 391970.1 NQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1131 NGFG RS05740 WP 003695064.1 P...AAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 P...AAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 P...QPAQKPAAQAEPPMDNFDDDIPF 180
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