
logo MKQVAIGYLRQSTMTKQQSLVAAQKQTAIKETAI
LAKEKHHNIQYHINTFYSDKQSGRKTDNKRSNGYRQQMITQEL IQQGQCDI

VLCCYRLNRLHRN
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 415987 E3T04 RS13195 WP 000806249.1 MKQAIGYLRQSTTKQQSLVAQKQAIKTLAEKHNIQHITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
consensus !!!*!!!!!!!!*!!!!!*!!!!*!***!*!!*!!*!*!!!!!!!!!*!*!*!!*!*!*!!!!!!!!*!!!!!!!!!!!!

logo LKNALKL IMKLCQTKYHVHI LS IVHDGYFDMDQKAFDRFLKLNI F I SLAELESDNIGEQVRKNGI
L
K
Q
REKAKQGRKML ITTHAPFGYEHTYRH

NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
NTDB id 415987 E3T04 RS13195 WP 000806249.1 LKNALKLMKLCQKYHVHILSIHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGLREKAKQGKLITTHAPFGYTYR 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
consensus !!!!!!!*!!!!*!!!!!!!*!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!**!!!!!!!!! !*

logo NGATF ITIDNTQDNVKESAPTVKAI
VFHNYYI

L
K
Q
D
G
H
YGYKKIAQLYLEAETDNDTKCFYINRQKPYQVRANI I ILTNPNYCGRVNINQYGQFYEDNMFPAS IVSTTS I

NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 415987 E3T04 RS13195 WP 000806249.1 NGTFTINQDEAPTVKAIFHYYLQDYGYKKIAQYLETDDKCINRKPYQVRAIITNPNYCGRVINQYGQYDNMFPSIVSTSI 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
consensus !!*!*!** **!!!!!*!*!!****!!!!!!!*!! !***!!!*!!!!!*!!*!!!!!!!!*!!!!!**!!!!*!!!!*!

logo YEEQAQARVI
L
TRTSQKHPQI

T
VKQRKTSPSDESNQLKQKIKCPYCCDGNTSTLTNMTVIRKKHNHTLRYYVCPKQNLMNASRFVCDEFKGINAQAETLEADTKSVLAESVT

NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 415987 E3T04 RS13195 WP 000806249.1 YEQAQAIRSQKHTKRTPSSNQLKQKIKCPCCGSTLTNMTIRKKNHTLRYYVCPQNLNASRFVCEFKGINAQALEASVLST 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
consensus !!*!! *!*!! *!***!*!!!!!!!!!!*! *!!!!!!*!!!*!!!!!!!!!*!*!!!!!!!*!!!!!!! !! *!! *

logo CKQDFYFQNQRQI
LYTSKIKNGHRATIDQKQQRI

LKRQRNDI EKTHKHTTLTNQHEQL I EKLANQDGI
KIDAETFREQTQSLHRQQPSQKRPTITSS INSAGTHYQIRQHKRTAI

FQ
NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
NTDB id 415987 E3T04 RS13195 WP 000806249.1 CQDFFQNQQLYSKINRTIQQQLKRQRDIETKTTLNHEQLIEKLANGKIDAETFREQTQSLHQQSKPISSISAYQIQRAFQ 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
consensus !*!!*!!!**!*!!* *!****!!!!*!!***!!**!!!!!!!!***!!!!!!!!!!!!!*!!*****!!***!!****!

logo NI IQKQRFTLNI
MLYPYI EDEQTINHI STKDKNKMNSLAIVGIYFKNEPLNIVKNQKTTMEQLSS IVA

NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 415987 E3T04 RS13195 WP 000806249.1 NIIQQRFTLNMLYPYIDQIHITKKKMLVGIYFKNEPLNIVNQKTQSSIA 449
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
consensus !!!!*!!!!!*!!!!!* !*!*! ! !*!!!!!!!!!!!!*!****!!*

X non conserved

X similar

X ≥ 50% conserved


