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NTDB id 508 SM12261 RS09235 WP 000649953.1 ...........MKCLLCGQTMKAVLTFSSLLLLKNDASCLCLDCDSTFERIGEENCPNCMKT.DLSMKCQDCQLWCKEGV 68
NTDB id 278 KZH43 RS10085 WP 000649974.1 ...........MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKT.ELSTKCQDCQLWCKEGV 68
NTDB id 237 SPD RS10760 WP 000649974.1 ...........MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKT.ELSTKCQDCQLWCKEGV 68
NTDB id 203 SPR RS10245 WP 000649974.1 ...........MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKT.ELSTKCQDCQLWCKEGV 68
NTDB id 168 SP RS11270 WP 000649971.1 ...........MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKT.ELSTKCQDCQLWCKEGV 68
NTDB id 415524 GVI46 RS25625 WP 013059767.1 .....................................................................MDCQKWNDAS. 10
NTDB id 109 BSU 35450 NP 391425.2 MSNEAGGGIHKLICLLCDSQFSQDVTWRALFLLKPD.EKVCYSCRSKLKKITGHICPLCGRPQSVHAVCRDCEVWRTRIR 79
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NTDB id 508 SM12261 RS09235 WP 000649953.1 E....VSHRAIFIYNQAMKDFFSRYKFDGDFLLRKVFASVLSEELKK...YKEYQFVVIPLSPERLLERGFNQVEGLVEA 141
NTDB id 278 KZH43 RS10085 WP 000649974.1 G....VSHRAIFTYNQAMKDFFSRYKFDGDFLLRKVFASFLSEELKK...YKEYQFVVIPLSPDRYANRGFNQVEGLVEA 141
NTDB id 237 SPD RS10760 WP 000649974.1 G....VSHRAIFTYNQAMKDFFSRYKFDGDFLLRKVFASFLSEELKK...YKEYQFVVIPLSPDRYANRGFNQVEGLVEA 141
NTDB id 203 SPR RS10245 WP 000649974.1 G....VSHRAIFTYNQAMKDFFSRYKFDGDFLLRKVFASFLSEELKK...YKEYQFVVIPLSPDRYANRGFNQVEGLVEA 141
NTDB id 168 SP RS11270 WP 000649971.1 E....VSHRAIFTYNQAMKDFFSRYKFDGDFLLRKVFASFLSEELKK...YKEYQFVVIPLSPDRYANRGFNQVEGLVEA 141
NTDB id 415524 GVI46 RS25625 WP 013059767.1 .....FFNRSLYTYNDFMQSIIERFKFQGDYEIIQAFKEQWYKFYKKEC.NPKAILVPIPLTDERLYERGFNQSLALAEL 84
NTDB id 109 BSU 35450 NP 391425.2 DSLLLRQNRSVYTYNDMMKETLSRFKFRGDAEIINAFKSDFSSTFSKVYPDKHFVLVPIPLSKEREEERGFNQAHLLAEC 159
consensus ***!****!!**!*****!*!!*!!******!*********! ******!*!!!***!***!!!!!***!*!*
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NTDB id 508 SM12261 RS09235 WP 000649953.1 AGFAYLDLLEKREERASSSKSRSERLETEFPFFIKSG.VTIPKKILLIDDIYTTGTTINRVKKLLEEAGAE.DVKTFSLV 219
NTDB id 278 KZH43 RS10085 WP 000649974.1 AGFEYLDLLEKREERASSSKNRSERLGTELPFFIKSG.VTIPKKILLIDDIYTTGATINRVKKLLEEAGAK.DVKTFSLV 219
NTDB id 237 SPD RS10760 WP 000649974.1 AGFEYLDLLEKREERASSSKNRSERLGTELPFFIKSG.VTIPKKILLIDDIYTTGATINRVKKLLEEAGAK.DVKTFSLV 219
NTDB id 203 SPR RS10245 WP 000649974.1 AGFEYLDLLEKREERASSSKNRSERLGTELPFFIKSG.VTIPKKILLIDDIYTTGATINRVKKLLEEAGAK.DVKTFSLV 219
NTDB id 168 SP RS11270 WP 000649971.1 AGFEYLDLLEKREERASSSKNRSERLGTELPFFIKSG.VTIPKKILLIDDIYTTGATINRVKKLLEEAGAK.DVKTFSLV 219
NTDB id 415524 GVI46 RS25625 WP 013059767.1 ISDNIEMPLVRCSGTKQSKKNRRSRLAERLEFKVVDSSMVTNQEFLLIDDIYTTGATVRQAANCLQEAGAH.SVRSLTLI 163
NTDB id 109 BSU 35450 NP 391425.2 LDRPSHHPLIRLNNEKQSKKKKTERLLSECIFDTKNN.SAEGMNIILIDDLYTTGATLHFAARCLLEKGKAASVSSFTLI 238
consensus ********!********!*!****!!*****!***** ********!!!!*!!!!*!*******!*!*!** *!****!*
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NTDB id 508 SM12261 RS09235 WP 000649953.1 R. 220
NTDB id 278 KZH43 RS10085 WP 000649974.1 R. 220
NTDB id 237 SPD RS10760 WP 000649974.1 R. 220
NTDB id 203 SPR RS10245 WP 000649974.1 R. 220
NTDB id 168 SP RS11270 WP 000649971.1 R. 220
NTDB id 415524 GVI46 RS25625 WP 013059767.1 RA 165
NTDB id 109 BSU 35450 NP 391425.2 RS 240
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