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NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALS.RGWSVKSGTGTED 71
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAIN.EGKTPSLTSTDE. 72
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAIS.EGHTPSLVSSLP. 74
NTDB id 1383 A4U84 RS08530 WP 005711781.1 MK.KIRLIRPLAKAFTLIELMIVIAIIAILATIAIPSYTSYTQKAALSELLSASASYKSDVEICIYNVGDKKISECSSGK 79
NTDB id 1365 NTHI RS01955 WP 011271973.1 .M.KLTTQQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNE..TTNCTGGK 76
NTDB id 1354 HI 0299 AAC21963.1 .M.KLTTLQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNE..TTSCTGGK 76
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGV 73
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSVG..... 75
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG. 70
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG. 70
NTDB id 415460 GVI47 RS23380 WP 160288283.1 ........MNAQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSRVSELAVMASSMKATVGENIANAGTVD.......A 65
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
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NTDB id 1192 PAKAF RS23870 WP 024947914.1 ATKK.EVPLGVAADANKLGTIAL.....K.....PDPADGTADITLTFTMGGAGPKNKGKIITLTRT............A 128
NTDB id 1197 PSJM300 03940 AFN76866.1 ......GYIGITDSTS.YCDVDL.....D......TAADGH..IE.CTAKGGNAGKFDGKTITLNRT............. 118
NTDB id 1204 PSJM300 03935 AFN76865.1 ......GFIGIGASTN.YCTVTL.....I......ATATGS..IT.CTTQNGMPDRFNGKTITIART............. 120
NTDB id 1383 A4U84 RS08530 WP 005711781.1 NGVR.......ADKSD.....VPDAKYLKS....ISVASGV..ITVAGK.....GNIDGYGYTMTP.K.........FAN 126
NTDB id 1365 NTHI RS01955 WP 011271973.1 NGIA.......ADITT.......AKGYVKS....VTTSNGA..ITVKGD.....GTLANMEYILQATG.........NAA 122
NTDB id 1354 HI 0299 AAC21963.1 NGIA.......ADIKT.......AKGYVAS....VITQSGG..ITVKGN.....GTLANMEYILQAKG.........NAA 122
NTDB id 1119 NGFG RS11465 WP 017147169.1 AS...........PPT.....DIKGKYVKE....VEVKNGV..VTATMLSSGVNNEIKGKKLSLW..........GRREN 121
NTDB id 1191 AAC28468.1 484..945( ) NVIF........DSAN.....GLDGKYFAPGGVTVTPDTGA..INIAFD....AGANAGKTMTITPTVI.......AASG 128
NTDB id 1424 RS RS02795 WP 011000517.1 .....SSV...FTPTKNVANLTIAGTGTVP.........GQ..ITVTYT.....TAAGGGTLALVPTAAGTALPVSSAPS 131
NTDB id 1274 LPP RS09530 WP 011214168.1 .....Y...VSPAATPNVASIA....IGAN.........GV..ITITYT.....AAAGGGTIVMTPTL........Q.AN 113
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .....Y...VSPAATPNVQSIA....IGAN.........GV..ITITYT.....AAAGGGTIIMTPTL........Q.AN 113
NTDB id 415460 GVI47 RS23380 WP 160288283.1 TACNGVNTIGTGNSTKNTASTG.CAS.............GV..ITVTGT.....ADAKGVALVYSPSL........NATT 116
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCVGVQEISASNATTNVATAT.CGASSAG.........QI..IVTMDT.....TKAKGANITLTPT..........YAS 125
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NTDB id 1192 PAKAF RS23870 WP 024947914.1 ADGLWKCTSD.................QDEQFIPKG.CSK...... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 ADGEWSCAST.................LDAKYKPGK.CS....... 139
NTDB id 1204 PSJM300 03935 AFN76865.1 TDGLWDCTSD.................LDSRYKPGK.CL....... 141
NTDB id 1383 A4U84 RS08530 WP 005711781.1 NNITWATSCQG................ADISLFPANFCGQKATP.. 154
NTDB id 1365 NTHI RS01955 WP 011271973.1 TGVTWTTTCKG................TDASLFPANFCGSVTQ... 149
NTDB id 1354 HI 0299 AAC21963.1 AGVTWTTTCKG................TDASLFPANFCGSVTK... 149
NTDB id 1119 NGFG RS11465 WP 017147169.1 GSVKWFCGQPVTRADDDTVADAKDGKEIDTKHLPST.CRDKASDAK 166
NTDB id 1191 AAC28468.1 484..945( ) QISTWTCAPGAA.............NGIETRRLPTS.CQ*...... 153
NTDB id 1424 RS RS02795 WP 011000517.1 GPIMWTCYAQNKAQAASSV.APSGTMSLAAKYAPAE.CR....... 168
NTDB id 1274 LPP RS09530 WP 011214168.1 GDVTWTCTG................GTLLAKYRPAS.CRP...... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 GDVTWTCTG................GTLLAKYRPAS.CRP...... 136
NTDB id 415460 GVI47 RS23380 WP 160288283.1 GVVTWACTT................TSTNFKYVPAE.CRNVAGT.. 143
NTDB id 1002 ACIAD RS15100 WP 004923779.1 GAVTWKCTT................TS.DKKYVPSE.CRG...... 147
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