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LAAFLAFVCLAFLGLFAGVWSADCCLWRNAHQQWRALSDDQVVRLPA
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 415459 GVI47 RS18310 WP 160287710.1 MRTGMFSLAVGMLLLRLLPELPPTWLLLLMALLALPLL........YTRC....YPIALVLLGFAWACCNAHWALDQRLA 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLL........PFRW....RPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 415459 GVI47 RS18310 WP 160287710.1 PELDGRTLWLEGRVVGLPATRGSTLRFDLEEVS.AR.LPLPSRLRLSWYEG....................QPVQAGERW 126
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 415459 GVI47 RS18310 WP 160287710.1 RFAVTLKRPHGLANGFGFDYEAWLTVDRIGATGSIKAGERLQPAT............GPNAWREAWRTRLLTADASGR.N 193
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.A 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 415459 GVI47 RS18310 WP 160287710.1 AYVVALVLGDGSGLGAADWKVLQNTGTLHLMVISGSHISLLGGLLYGLVAG.......LARIGF..WPARLPWMPCACAA 264
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGI..WPQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 415459 GVI47 RS18310 WP 160287710.1 ALAGAWGYGWVAGLEVPALRACVMLSLVLLWRLRFRRQGVWLPVLAALVLVLLIDPLASLSPGFWLSFAAVAWLIFGFA. 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR. 344
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEP 479
NTDB id 415459 GVI47 RS18310 WP 160287710.1 ......GRLGRWRW.......WLTWVRAQWLMSLGLAPMLFALALPLSFTGALANLLAVPCVELLVVPLALLGSLFLVLP 410
NTDB id 1199 PSJM300 12650 AFN78592.1 ......GRLGVPSW.......WRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAW.LMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAP 558
NTDB id 415459 GVI47 RS18310 WP 160287710.1 PVGDWLLWCAGAVLEGLMGVLE.QLSLWSPAWSPMLPPAWAIAIAAAGAVLCLAPAGVP...SRALGLAMLLPMLWPQPK 486
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLA.LIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 415459 GVI47 RS18310 WP 160287710.1 APEHGYAEVRVLDVGQGLAVLIRTRSQAWLYDAGPRRGDF.DLGEVAVLPTLRGLGIGKLDVMLLSHADNDHAGGAIAVS 565
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 415459 GVI47 RS18310 WP 160287710.1 KGVSVAKVISGEPGRL.......PARLRAVPCEE.NEWLIDGVRFSTWQWP......RADESNALSCVLRVEALGESLLL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 AGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLR 798
NTDB id 415459 GVI47 RS18310 WP 160287710.1 TGDLPVAGEAAWLKA..QPRPYADWLLAGHHGSRTSSGEAFLRALEPHSALVSRARHNSYGHPHPQVLARFASLGTRVHD 709
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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logo TDAAEEHTGALMVHSVLI ELQTLRGGADFRAGQLAGPVAMRTRAGRMRVSRADMENRAPRYFWRSTSEAKLEVAALAETTEPTGAQP
NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 415459 GVI47 RS18310 WP 160287710.1 TAEEGAMHILLGARQ..PMRGVRANARFWTEK................. 739
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
consensus !** !!* * *** * **** *!*!***

X non conserved

X similar

X ≥ 50% conserved


