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NTDB id 415191 DNR44 RS13360 WP 112223772.1 MTG.QIDLFQEETQFVLGRPVVSIFHNPQNLFSIAKVKIQQTNTSYAEKEIIVSGYFPELSMEEEYRFTGAVKNHPRYGI 79
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus ! ** ! !! *** ! * !*!!* !!*** !!!* ! *! * !*!!!! ! !! ! ! ! * !!**!*
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NTDB id 415191 DNR44 RS13360 WP 112223772.1 QFQVETFTKEVPETEQGIIHYLSSDMFNGIGRKTAETIVKKLGRDAIKKILEDPEALDAVPRLSDEKKDTIRSTLQMNLG 159
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !!! !*! !!*! ! !!!*!!!!!*! !!!*!!!! !!!!!! !! !!! !* ! !!!!! ! !!* !! * !
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NTDB id 415191 DNR44 RS13360 WP 112223772.1 LERVMIQLNDWGFGPQVGMRIFQAYREETIDILTKNPFRLIEEIEGIGFQRADELGAKLGLTGSHPDRIKASILHILNQA 239
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !! *!! !! *!!!!!* !*!*!!! !!** * !!* !* **!!!!! *!!!!! **!!*! !!*!*!! !!* !
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NTDB id 415191 DNR44 RS13360 WP 112223772.1 SLSEGHVYMDAKTLIPQVKEMLEARQQEE..ITIEAISKAAIELNEESKVAGEETRLYLPSLYYSEVGIATKLETLLASQ 317
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus *!!!!! !** !!* *! ! **!! ! ! ! ! * !* !*! !!!*! ! *! ** **
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NTDB id 415191 DNR44 RS13360 WP 112223772.1 ENRDGFPSSEVRKALGEAEERLGVNYAETQVQAIESSLNSSVMILTGGPGTGKTTVVRGLVEVYAELHGLSLDPKDYAKK 397
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYK.K 399
consensus ! !! !! !!!! !!!* !*!!**! !! ! !****!!!!!!!!!!!!*!!*!!*!*!!!!*!!!! ! *!

logo

D
KEAPFP I IVLAAPTGRAAKRLMSESTEGLPAMVTIHRLLGFWNGAQEGKEFETEHTEDEKQEP I EGKL IL I IDEAMSML

VDI
TWLAHNHQLFLKAI

VPDDHAIQ
NTDB id 415191 DNR44 RS13360 WP 112223772.1 KEPFPIILAAPTGRAAKRLSESTELPAMTIHRLLGFNGQEKEEET.EKEIEGKLIIIDEMSMVDTWLAHQLLKAVPDDAQ 476
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
consensus !*!!!*!!!!!!!!!!!*!!!! !!!*!!!!!!!*!! ! *!** *!!!!!*!!!! !!*! !!!**! !!*!!* !
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NTDB id 415191 DNR44 RS13360 WP 112223772.1 IIFVGDQDQLPPVGPGQVLRDLLESERIPTVELTDIYRQTSGSSIIELAHQMKNGQLPADITAKTADRSFIKAGAEQIPE 556
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
consensus !! !!! !!!!*!!!!!!!!!!! ! !!!! !!!!!!! !!!!*!!!!!!!!! !! *!!*! !!!!!**!* !!*!



logo VVEKVVAKNSALAKKGHYHTAIKDIQVLAPMYKRGKPAGIDNAELNKVMI
LQDQI

M
L
VNPNPKTDEGKRKRELKVFGDI

V
T
VYRTVGKDKI

VLQLVNQPENSNVFN
NTDB id 415191 DNR44 RS13360 WP 112223772.1 VVEKVVKSALAKGHHIKDIQVLAPMYKGPAGIDALNKMIQQMVNPNTDGKRKELVFGDITYRVKDKVLQLVNQPESNVFN 636
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKE.KRRELKFGDVVYRTGDKILQLVNQPENNVFN 638
consensus !!!!!! !! !!** !!!!!!!!!!*!*!!! !! !*! **!!* **!!*!! !!!* !! !!*!!!!!!!! !!!!
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NTDB id 415191 DNR44 RS13360 WP 112223772.1 GDMGEVVAIMKASETVEKQDVLVVSFDGIEVTYQRSDLNQLTLAYCCSIHKSQGSEFPTVIMPVVRGYMKMLRRNLLYTG 716
NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
consensus !!*!!* ! ! ! !! !* !!!!!! !*!* * ! !! !*!!!!!!!!!!!!!!! !**!!!*!! *!!!!!!!!!*
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NTDB id 415191 DNR44 RS13360 WP 112223772.1 ITRSKDFLILCGDPGVFRYGVERTDDTKRMTTLKDRLSLSEPKAAEDNKTGNSAEQPKAAASSPAAPQKTVEQQKLEEEP 796
NTDB id 355 BSU 27480 NP 390625.1 ITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEA.........................L.... 769
consensus !!! ! !!!!!!** *!! ! ! ! !*!! !!!* * * *************************!****
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NTDB id 415191 DNR44 RS13360 WP 112223772.1 VTADTSGPASLTNDNVHAIHPLIGMKGVTPRDFIES... 832
NTDB id 355 BSU 27480 NP 390625.1 ...QKELP.......FSVHDANIGMEGITPFDFMKEEQQ 798
consensus *** !******* * *** !!! !*!! !!* ***
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