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1177 A1552VC RS01165 WP 000422572.1 .... NE YIRDGMETHKISSINRY VGAPILYRVDG IJAQGEA .
1203 PSJM300 01605 AFN76401.1 ... . NEFEKIBERLMYEKGEGSINNF
1019 ACIAD RS04205 WP 004922051.1 .. UBJE NBYSEN LM AICH KESSIRE e EPS .
1307 DR RS10055 WP 010888596.1 MTSGIDIT LR TWQEASD L AG ' PP[a)3 EG YDAQGFE.
41516 F7308 RS02975 WP 041263614.1  .....
1116 NGFG RS10615 WP 003690200.1 e SPMIRVEG R MND[EIQR Y
1086 NMV RS00245 WP 002218487.1 e SIPMIRV] R MNDEIQR Y
1185 GTF74 RS11940 WP 000350195.1 IXFSVKBEWASDLHLSAG PPM R DG R IMNDIAQRES YEEIS
1176 A1552VC RS01160 WP 000350195.1 .... IAFSVKBIWJASDLHLSAG PPM R DG R IMNDIAQRE]
1283 ACE17W RS02630 WP 010947729.1 e I4 SDLH SAG PPMIRVDG R IMND QR
1259 GCO85 RS10305 WP 010947729.1 e Il SDLH SAG PPMIRVDG R IMND
1194 PAKAF RS01995 WP 003084552.1 e ASDLHLSAG PPMIRVDG R IMND
1202 PSJM300 01600 AFN76400.1 e ASDLHLS G PPMIRVDG R IMND
1020 ACIAD RS04210 WP 011182164.1 e @ IIASDLHLSAG PPMIRVDG R IMND
1081 FDQR49 RS05335 WP 006581387.1 e ASDLHLSAG PPMIRVDG R IMND
1060 ABD1 RS04380 WP 000355489.1 e ASDLHLSAG PPMIRVDG R IMND
1040 HON27 RS13360 WP 000355489.1 e ASDLHLSAG PPMIRVDG R IMND
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1307 DR RS10055 WP 010888596.1
41516 F7308 RS02975 WP 041263614.1

1116 NGFG RS10615 WP 003690200.1 . ARFRVNAFNiN&RGIY AVFRTIPSHN NI AINIYRG VLVTGPTGSGKSTTLAAM
1086 NMV RS00245 WP 002218487.1 . ARFRVNAFNpRERGlY AVFRTIP SN YT AIRIYRG VLVTGPTGSGKSTTLAAM
1185 GTF74 RS11940 WP 000350195.1 . RFRVNAFBIQERGOSJAVERTIP N E RIMTAINNGY GLVLVTGPTGSGKSTTLAAM
1176 A1552VC RS01160 WP 000350195.1 . RFRVNAFBIQERGSAVFRTIP | E SN ANNGY GLVLVTGPTGSGKSTTLAAM
1283 ACE17W RS02630 WP 010947729.1 . ARFRVNAFNQSRGE\ AVFRTIPS| E E ASFSRGLVLVTGPTGSGKSTTLAAﬁ
1259 GCO85 RS10305 WP 010947729.1 . ARFRVNAFNQSRGEY AVFRTIPS| E I ARSIRGLVLVTGPTGSGKSTTLAAY
1194 PAKAF RS01995 WP 003084552.1 . ARFRVNAFNQIRGEAGAVFRTIPS|Y E PDAMZRGLVLVTGPTGSGKSTTLAAM
1202 PSJM300 01600 AFN76400.1 . ARFRVNAFNQWRGEGAVEFRTIP S| E ISTIARZRGLVLVTGPTGSGKSTTLAAM
1020 ACIAD RS04210 WP 011182164.1 . ARFRVNFNQNRGIGAVFRTIPS[ E ) TGN 4ERGLVLVTGPTGSGKSTTLAAM
1081 FDQ49 RS05335 WP 006581387.1 . ARFRVNAFNQWRGEAGAVFRT IP S| E DII[OM4EYRG VLVTGPTGSGKSTTLAAM
1060 ABD1 RS04380 WP 000355489.1 . ARFRVNAFNQRNRGI\GAVFRT IP S| E DII[OAEYRG VLVTGPTGSGKSTTLAAM
1040 HON27 RS13360 WP 000355489.1 . ARFRVNAFNQIRGEAGAVFRTIP S|Y E DII[OM4EYRG VLVTGPTGSGKSTTLAAM
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1283 ACE17W RS02630 WP 010947729.1 KTI RIIDVFPAEEKEMVREMLSESLNAV QFLLK .NKGGRVAAHEIM (oA TRNL IREEK

1259 GCO85 RS10305 WP 010947729.1 BUYGGRVAAMEIM [GN&ATRNLIREINK

1194 PAKAF RS01995 WP 003084552.1 MIIGGGRVAAHEIMI QWPAIRNLIREIRK AQMYSHEIQTG
1202 PSJM300 01600 AFN76400.1 MUYGGGRVAAHEIMI QWPAIRNLIRERK AQMYSHIQTG
1020 ACIAD RS04210 WP 011182164.1 WAGGGRVAAHEIMI MPAIRNLIRE[@®K AQMYSHIQTG
1081 FDQ49 RS05335 WP 006581387.1 KTIDR IDVFPAEEK MVREIMLSESLNAVISQELLK BWIGGGRVAAHEIMI MPAIRNLIREWK AQMYSEIQTG
1060 ABD1 RS04380 WP 000355489.1 KTIDR IDVFPAEEK MVREMLSESLNAVISQMWLLK BGGGRVAAHEIMI MPAIRNLIRERNK AQMYSIAIQTG
1040 HON27 RS13360 WP 000355489.1 KTIDR IDVFPAEEK MVREIWMLSESLNAVISQELLK BWIGGGRVAAHEIMI MPAIRNLIREINK AQMYSEIQTG
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