logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401
1251
1110

415012 GT347 RS09165 WP 160551660.

1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401
1251
1110

415012 GT347 RS09165 WP 160551660.

1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401
1251
1110

415012 GT347 RS09165 WP 160551660.

1018
1058

consensus

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

A1552VC RS11070 WP 000957200.

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1
NGFG RS09235 WP 003689817.1

ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

A1552VC RS11070 WP 000957200.

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1
NGFG RS09235 WP 003689817.1

ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

A1552VC RS11070 WP 000957200.

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1
NGFG RS09235 WP 003689817.1

ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

1

1

1

1

sxL2 | CDRBRLCAXALLD=GY LeDesLQRALERHEREVGCRLABVLYD=Giv=sEBRIABX | EBEREC | PLVRLLRVE Y BPSEXK
MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK
.MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL

RerRREXARR LRALPFALBEexsYRVARYRP LS ESYELYEDS L CEMYEPYQA L RESY WAYAKHYPELGLEY Y Ps X
ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP. .P
RSIRPQTALNLQAFPFALE. .GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA

0 =3¢l
M seEEX X

SeRCBLSEKLCERLYSHGK | TBRRLeALRQeRTCBALCRTLYsBRAYy "EBRLYBXLAEQeCreFLeER 2
SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA

SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL

80

[eNoRoNoNoNoNoNel

158

[eNoNoNoNoNoNoNe)

237
237

[eNeoNoNoNoRoNoNe]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1

415012 GT347 RS09165 WP 160551660.

1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RS07725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1

415012 GT347 RS09165 WP 160551660.

1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1

415012 GT347 RS09165 WP 160551660.

1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

1

1

1

1

1

1

v LRRDALRY EAVPYSESR=eVEaVY E SDPREBERYRRL v NMRPXEBEY L ARPERWVEEBL e BEEREYPQBRMRLCEXLVQEGLLSR
LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR
GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR

stk B sl el il

HER @2-’\ TamXAER FE s

EALKEA EVQKGLPRAKP EL@SARPEDVIIEA QKQIRGGGR EBTIE Q YEY DPEE
DQLREABQVQAREG TELEFASPDEYV SA QKQNVG[EGREEB T)S YEFIBIPIQ
.............. ATRE TQVSIASET SMPEAIN ELSIFHAQELEEQ SHI
.............. FS EES EQVEVAS[EISMPEAIR SSGFF.SSELAEH 8IS T
.............. FS EISERNE Q VIS T SHMPE AN SSGFFQSHELEEH SISV
...... IALATEEY DKTKATEBHKLAANEKISIEEQYEMKNK IESIAEQEAL TABQN
.............. VElAEHYYN ESQAGKE PMLFS%E KSIHNALMSARV
MAATIDABSKDSAPVARP QKTAED RKA SRTNFEAEIRT Gii¢|VARSIA ADIWAH ANSSIA A
...... EE[€Y NAQ.M EKABKFKQDEMP Y)BRDNF S Iy AEY S|R
...... EEKH AATM DAA RAKQDT AYIRREEVH SLINNITESIAE
* * % ok * * % ok k% ok kkk kk Kk x * kX *  kokok

el B LR g LA el LeEodma o e
LI

DPPDPGAPL
NPPDPKVAL

QHE
PQEQKTVSHAE
QEMABK IS Q

HPELFLXDK
YDTSQIPKD
*k Kk k *ok  kokoxk * Kok k ok kK 1 * ok okok ok ok ok K Kok K sk ok ok ok ok ok ok K ok ok

317
317

[eNoRoNoNoNoNoNel

477
472
141
141
141
149
140
155
148
148



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401
1251
1110

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1
NGFG RS09235 WP 003689817.1

415012 GT347 RS09165 WP 160551660.

1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401
1251
1110

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1
NGFG RS09235 WP 003689817.1

415012 GT347 RS09165 WP 160551660.

1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1

415012 GT347 RS09165 WP 160551660.

1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

A1552VC RS11070 WP 000957200.

A1552VC RS11070 WP 000957200.

1

1

1

1

1

1

sk omepre L DA B

RepREkRey ELeFENEEEEALLYR® ok

AELSEBMAKE. ... ... FAKKQAEE.V
KGFEKBNKE. ... ............. AERNKTQQSQEA LSVADNAAMQV
SIQGAAN....QGK.. ISQ
SLSHEKS....GLK.. INQ SLVD G AD
SLGQEKS....GLK..BINQBS GLVD G. ED
KESQGESEYVEDSGDL. . . ... SADDED. QDIDTATSVTD
STSL.BMQE.LGEGQEE. . .E......... ESHTL.
ASEQ. DNMVGSGGEF.FDE ElLDPNA ......
........... EETHFNFDT LDLD DPHTTlD
........... EESSFJFND FDLD DGPTAQE
* * Xk ok * %k * * * ok %

(sl ots bRV S0 ey QD Rt sl RATL e it e

LI AP YSTLISKGALNAMI S VAR

LRiDG LI

R DG LR [WPPANLEWRLANR K
o Dok D okokox * % k Dokokokokkok | | x

Lol e Ssbrn et R0 T ATISLYT:

=
TGPTGSGKTVSLYTGLIJILNTEJY] NISTAEDPVEINLEGINQV
TGPTGSGKTVSLYTGLNILNHP NISTAEDPVEINLEGINQV
TGPTGSGKTVSLYTGLEILNIYP NISTAEDPVEIiLPGINQV
K

-m:uw:um:uw:nw:n

rrn

kkokk ok

*kk | x|

Dlokok D0 Lok Do Dok | ookok

TGPTGSGKTV LYT LNILNT@ NISTAEDPVEIJd PGINQV

NI TAEDPEEINLPGINQV V
TGPTGSGKTVSLYT[JLN LNfEP[§ NI TAEDPFEINLPG NQV V
TGPTGSGKTVSLYTGLNILNT|S#ANISTAEDPVEINLIAG NQV

TGPTGSGKTVSLYTGLNILNTIRJSINISTAEDPVEINLIdGINQV
NNy ey oy o i o) ey

TGPTGSGKTVSLYTELNILNTES
C

*kkkkxk |

538
535
213
213
213
222
203
228
217
217

616
613
292
292
292
301
283
307
296
296

696
693
372
372
372
381
363
387
376
376



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1

415012 GT347 RS09165 WP 160551660.

1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RS07725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1

415012 GT347 RS09165 WP 160551660.

1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1

415012 GT347 RS09165 WP 160551660.

1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

1

1

1

1

1

1

HRHRD IV

ik

Q
INCFAIMALRSFLRQDPD MVGEIRDLETAEIA KAAQTGHLVLSTLHTNSAAET MRLEINMGVEIZFN ASS
IAEEAIMALRSFLRQDPD MVGEIRDL TAEIAIKA QTGHLVLSTLHTNSAAET MRLEINMGVE FN ASS
IJEFAIMALRSFLRQDPD MVGEIRDL TAEIAIKA QTGHLVLSTLHTNSAAET MRLEINMGVE FN ASS

sk Lo D Lok DO DL UL Dok DU DD Do | Dok oo |

»ﬂD
0=
Mb

Q X VQWJ\QL EL F{ E

S SIEES SIS F S PSS

*okokokk ||

sk notlReS e LR e

MKINRQGIT LEEVLARTI.
JARQG ' T I LEE V|V TEW]

i GITSIAE
ISQGITSIENE

QG I TSIRIE

I\ GIT EEV

UIQGITSLEEVRUNYTY
138G TSLEEVINAVT)
NQG TSL E RVTH

NIQG TSL EV RVTH
* ok Dkok Dk kDkDkkk | kkknk x

X non conserved
B similar
>50% conserved

AT T e

889
887
562
561
561
574
558
580
570
570

il e

11 skosk sk sk ok k ok k

ELL@‘?EQ J

|isgastekl

776
773
452
452
452
461
443
467
456
456

853
850
526
525
525
538
522
544
534
534



