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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSR 66
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQ 66
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQ 66
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINC 74
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..............MSVGLLRILVQNQVVTVEQAEHYYN.ESQAGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRH 65
NTDB id 415012 GT347 RS09165 WP 160551660.1 MAAIDALSKDSAPVALPGVGRTLIAAGLLSQKTAEDLVRKAAASRTNFIAELTGSGVVSAADLAHAVSAAFGAPLLDLSA 80
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGV 74
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDV 74
consensus * ***** *** **** * * ** ** * *** ** ** *** *** ** ** * ***

logo

D
F
N
I
Y
E
P
D
R
T
V
Y
P
G
H
L
S
D
A
L
N
Q
T
P
R
S

F
G
K
V
I
L
A
V
L
C
P

A
M
P
V
K
Q

G
N
T
L
Q
D

K
M
V
L
I
V
G
L

N
T
P
D
L

I
Q
R
E
A
D
E
K
I
Q
T
L
A
M
C
I
H
K
L
Q
V
R
T

D
E
K
R
F
H
Y
A
D
G
H
V
N
R

C
M
I
A
V

F
M
L
V
V
P
H
I
V
L
A
H
I
N
S
V
F
R

H
Q
S
K
L
R

E
Q
T
R
P
S
G
D
H
Q
T
S
N
I
K
L
N
S
V
R
T

V
L
F
I
L
V
Y

F
V
L
L
AMTVDKASNDPRSTDKLQNMVLIQAFLPEQQSAAMIELKQEDAEKDLTVFIQVKRSLFHISNAALSTQKGRKGLNI

K
Y
L
A
G
K
L
N
E
Q

I
T
V
A
D
H
L
E
A
W
L
P
I
A
V
L
V
I
M
V
A
A
T
D
E
D
T
Y
E
F
H

A
H
K
R
D
D
Q
A
E
K
I
L
A
I
Q
E
T
S

G
T
R
A
K

V
A
L
L
I
G
S
D
E
R

E
N
Q
T
W
R
F
T
V
Y
H
L
L
G
F
Y
A
S
V
T
G
A
E
K
S
R

NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGR 141
NTDB id 1293 VP RS12240 WP 005479695.1 YEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGR 141
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGR 141
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTA 149
NTDB id 1110 NGFG RS09235 WP 003689817.1 YPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGSR 140
NTDB id 415012 GT347 RS09165 WP 160551660.1 IDPLRLPKDLLDIKICHDYRVVVLSKRSNRLIVATADPSDQEAAEKIKFSTQ.....LGVDWVIAEYDKLSKLLETTGTS 155
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFV. 148
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFA. 148
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NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAKE.................FAKKQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVR 538
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNKE.................LAERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVR 535
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAAN....QGK..EISQDELANLVKVS..DDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIR 213
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKS....GLK..EINQEELASLVDVG..ADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVR 213
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKS....GLK..EINQDELAGLVDIG..EDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVR 213
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KESQGLSEYVEDSGDL......EGLEISADDED.QDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIR 222
NTDB id 1110 NGFG RS09235 WP 003689817.1 STSL.LQE.LGEGQEE...E.........ESHTL...YIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIR 203
NTDB id 415012 GT347 RS09165 WP 160551660.1 ASEQ.LDNMVGSGGEFEFDEEPEALDPNA......TDNGNLAEVEDAPVVKFLHKMLIDAFNMRASDLHFEPYEHNYRVR 228
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ...........EETHFNFDTEELDLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVR 217
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ...........EESSFDFNDEEFDLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVR 217
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NTDB id 1028 TT RS08215 WP 011173991.1 LRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYR..EGAIDVDLRLSTLPTVYGEKAVMRLLKKASD 616
NTDB id 1306 DR RS10060 WP 027479822.1 YRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFK..KGSIDLDLRLSTLPTVYGEKAVMRLLQKASN 613
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LRCDGILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAA 292
NTDB id 1293 VP RS12240 WP 005479695.1 LRCDGILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSA 292
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LRCDGILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSA 292
NTDB id 1251 GCO85 RS07725 WP 011946523.1 YRQDGILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAA 301
NTDB id 1110 NGFG RS09235 WP 003689817.1 FRVDGQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAA 283
NTDB id 415012 GT347 RS09165 WP 160551660.1 FRVDGELREIASPPVAIKEKLASRIKVISRMDISEKRVPQDGKMKLKVGA.DRVIDFRVSTLPTLFGEKIVIRILDPSSA 307
NTDB id 1018 ACIAD RS01685 WP 004920473.1 YRVDGVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASA 296
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YRVDGVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSA 296
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NTDB id 1028 TT RS08215 WP 011173991.1 IPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAG 696
NTDB id 1306 DR RS10060 WP 027479822.1 IPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTG 693
NTDB id 1168 A1552VC RS11070 WP 000957200.1 NLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIG 372
NTDB id 1293 VP RS12240 WP 005479695.1 SLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIG 372
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIG 372
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAG 381
NTDB id 1110 NGFG RS09235 WP 003689817.1 SLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQG 363
NTDB id 415012 GT347 RS09165 WP 160551660.1 RLGIEALGYEPEEKERLLQAIGRPYGMILVTGPTGSGKTVSLYTCLNLLNKPGVNIATAEDPSEINLPGVNQVNVNDRAG 387
NTDB id 1018 ACIAD RS01685 WP 004920473.1 MLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVG 376
NTDB id 1058 ABD1 RS01615 WP 001274986.1 MLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVG 376
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NTDB id 1028 TT RS08215 WP 011173991.1 LTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRL 776
NTDB id 1306 DR RS10060 WP 027479822.1 MTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRL 773
NTDB id 1168 A1552VC RS11070 WP 000957200.1 FGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRL 452
NTDB id 1293 VP RS12240 WP 005479695.1 FGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRL 452
NTDB id 1401 DSB67 RS12665 WP 010643259.1 FGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRL 452
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRL 461
NTDB id 1110 NGFG RS09235 WP 003689817.1 LTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRL 443
NTDB id 415012 GT347 RS09165 WP 160551660.1 LTFAVALKSFLRQDPDIIMVGEIRDLETADISIKAAQTGHLVLSTLHTNDAPTTLTRMRNMGIAPFNIASSVILITAQRL 467
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRL 456
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRL 456
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NTDB id 1028 TT RS08215 WP 011173991.1 VRRVCEHCKVEVKPDPE.TLRRLGLSEAEIQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEI 853
NTDB id 1306 DR RS10060 WP 027479822.1 VRRVCSECKQPTNADPE.VLRRLGISERDIR..GANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEI 850
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ARRLCKHCKIAVRPSAL.LQSQFAFQPNEI....LYEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQI 526
NTDB id 1293 VP RS12240 WP 005479695.1 ARKLCPYCKQPQEHTVQ.L.QHLGIQTTDN....IFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHEL 525
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ARKLCPYCRQPQEPNSQ.L.QHIGIANTEQ....IFQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHEL 525
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ARKLCNQCKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDI 538
NTDB id 1110 NGFG RS09235 WP 003689817.1 LRRLCSSCKQEVERPSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGI 522
NTDB id 415012 GT347 RS09165 WP 160551660.1 ARRLCPVCKQPHEVPRS.ALLDAGYTEEQLD.GSWQPYRAVGCSACN.NGYKGRVGIYQVMPVNEAMQEIILRDGSALEI 544
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ARRLCSQCKRPIQVPER.SLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEI 534
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ARRLCSQCKIPADIPKQ.SLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEI 534
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NTDB id 1028 TT RS08215 WP 011173991.1 KEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 RDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ERLAK.ANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 EKLAI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 EKLAI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LKLAQ.SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1110 NGFG RS09235 WP 003689817.1 LDVAY.KEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 415012 GT347 RS09165 WP 160551660.1 AAQAR.RDGVRSLRESGLHKVRLGMTSLEEVLAVTNE 580
NTDB id 1018 ACIAD RS01685 WP 004920473.1 AATAE.TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AAASE.KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
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