
logo

MMM
TEQTI

L
K
Q
L
YLNP I

T
K
SDINVKPNPYQPR I

L
Q
VFDKDTKEKLEQELASDQS IKENGLVI

LQP I IVRKSDP I FIGYDE I
L
L
VAGERRFLKRAASKQLAGLNTEKIPAVI I

NTDB id 414759 GU333 RS11575 WP 096039784.1 ..METIQLLPISDIVKNPYQPRIVFDDKKLQELSDSIKENGVLQPIIVRKSPIIGYEILAGERRFRASQLAGLTEIPAII 78
NTDB id 382 SMU RS09895 WP 011074697.1 MMTEQLKYLNTKDINPNPYQPRLQFKTKELEELAQSIKENGLIQPIIVRKSDIFGYDLVAGERRLKAAKLAGLNKIPVII 80
consensus ** ! * !* !! *!!!!!!* ! ! ! !! !!!!!!**!!!!!!!!*! !!***!!!!! *! !!!! !! !!

logo

K
R
K
Q
I
L
S
TDDDEMSMKTLQAI ILENLQRDSDLNTLP I

L
D
EEAKRASLYQNL IVNTKRNQGHLMTHDTDQIAEKKVI

LGKSRPYI
VTNAS IR I

LLNLPDLHP I LSEQAMI
LEKVGQKL I SQ

NTDB id 414759 GU333 RS11575 WP 096039784.1 RQLTDDEMMTLAILENLQRDDLTLLDEARSLQNLVTKQGLTHTQIAEKLGKSRPYVTNAIRILNLPDPILEMIEVQKISQ 158
NTDB id 382 SMU RS09895 WP 011074697.1 KKISDDDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQ 160
consensus * **!!* ! !!*!!!!! !! ***!!* !!!* ****!! !! *!!!!!!*!! !!*!!!! ! *! !!!

logo GHARLLLGS ILEKKTPQDQELQDLAKWAFQKR IDLQTEQLSVHRAQI
LEKRARLKTKSQTKNEKPENI

K
K
Q
S
TSKDI

VF ILAKESAKEKTDE I
L
A
S
K
Q
A
SLGLQAPVTVIHKPYNKKHQGQI

L

NTDB id 414759 GU333 RS11575 WP 096039784.1 GHARLLLGLKTPQEQLAWAQRIDQEQLSVRALEKRLTKQTNEPNIQSSKDVFIKSAETDIAKALGQAVTIKPNK.....I 233
NTDB id 382 SMU RS09895 WP 011074697.1 GHARLLLSIEKQDLQDKWFQKILTEQLSVHQIERALKSQTKK.EKKTSKDIFLAEKEKELSQSLGLPVVIHYNKKHQGQL 239
consensus !!!!!!! * * ! ! !*! !!!!!* *!* ! !! * *!!!*!* ! ** !! *! !**!!******

logo

E
KIASFYNSSTELEDFLNRLLML

N
I
KLNTQK

NTDB id 414759 GU333 RS11575 WP 096039784.1 EIAYNTLEDLNRLLLILTQK 253
NTDB id 382 SMU RS09895 WP 011074697.1 KISFSSEEDFNRLMNKLN.. 257
consensus ! * * !! !!!* ! **

X non conserved

X similar

X ≥ 50% conserved


