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NTDB id 297 STER RS00545 WP 011680614.1 DEALISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELH 517
NTDB id 329 STU RS10020 WP 011225298.1 DEALISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELH 517
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NTDB id 329 STU RS10020 WP 011225298.1 KRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLN 597
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