
logo ML
R
F
T
VAI

V
R
N
D
S
E
A
A
N
R
E
N
G
K
Q
E
I
L
I
VNLVLEFLDDSKKRKSDELTELVEGKQFKAFLYRYTCPSACHKGSGEQVLLRHI

LKRNQGHQP I
V
S
K
V
M
V
R
I
L
P
THFAHVKNTSLAKASDCNQDLYFSWYFLSFENESELPQEHLEGTALNKKE I

R
V
SLYQHW

NTDB id 155 SP RS04850 WP 000495909.1 MFVARDARGELVNVLEDK......LEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHW 74
NTDB id 265 KZH43 RS04315 WP 000495911.1 MFVARDARGELVNVLEDK......LEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHW 74
NTDB id 224 SPD RS04655 WP 000495911.1 MFVARDARGELVNVLEDK......LEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHW 74
NTDB id 190 SPR RS04415 WP 000495911.1 MFVARDARGELVNVLEDK......LEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHW 74
NTDB id 495 SM12261 RS04415 WP 000495920.1 MFVARDSRGELVNVLEDK......LEKQAYTCPACGGQLRLRQGPSVRIHFAHKTLKDCDFSSENESPEHLENKEVLYHW 74
NTDB id 414697 GU334 RS08060 WP 061775229.1 MLVAVNEAEQIINLLEFSKSDLTELVGQFLRCPACKSQVRLKNGHVKMPHFAHVNLAACQYYSENESLQHLTLKKRLYHW 80
NTDB id 598 KW2 RS08500 WP 021037660.1 MRTAIDENNKIINLLELDRKELT...G.KFYCPSCHSELLIKNGQIKVLHFAHKSLKSCNLWLENESEQHLGLKKILYQW 76
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NTDB id 155 SP RS04850 WP 000495909.1 LKKETKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYF 154
NTDB id 265 KZH43 RS04315 WP 000495911.1 LKKETKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYF 154
NTDB id 224 SPD RS04655 WP 000495911.1 LKKETKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYF 154
NTDB id 190 SPR RS04415 WP 000495911.1 LKKETKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYF 154
NTDB id 495 SM12261 RS04415 WP 000495920.1 LKKEAEVQLEYLLPELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGKKLWLKERLTRLQQGFLYF 154
NTDB id 414697 GU334 RS08060 WP 061775229.1 FKQTEQVKIEHFLPELQQTPDLLVNETIAIEIQCSHLSIQRLRERTETYRAHGYTVLWLMGKDLWLGQHLTQLKQQLLYL 160
NTDB id 598 KW2 RS08500 WP 021037660.1 FKRTDKVEIERYLPELNQRPDLLVNDKIAIEIQCSHLSIKRLKERTENYKTHGFKVLWLMGKDLWLAEQVTELQKNLVYF 156
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NTDB id 155 SP RS04850 WP 000495909.1 SQNMGFYVWELDKEKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKRQKISHFTVSEDKDICRYIRQQLYY 234
NTDB id 265 KZH43 RS04315 WP 000495911.1 SQNMGFYVWELDKGKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYY 234
NTDB id 224 SPD RS04655 WP 000495911.1 SQNMGFYVWELDKGKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYY 234
NTDB id 190 SPR RS04415 WP 000495911.1 SQNMGFYVWELDKGKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYY 234
NTDB id 495 SM12261 RS04415 WP 000495920.1 SQNMGFYVWELDSEKQVLRLKYLIHQDLRGKLHYQIKEFPYGHGSLLEILRFPYKKQKISHFTVSQDKDICRYIRQQLYY 234
NTDB id 414697 GU334 RS08060 WP 061775229.1 TQNAGFYYWELDLQREKIRLNYLCHEDLIGRLHYLQREFSFDVGNLLEVLRTPFAASSA.KLTDQLSQDIPAFIRSQLYY 239
NTDB id 598 KW2 RS08500 WP 021037660.1 SENRGFFYWELDFQRKKLRLKSLIHEDLRGRIICLQEEIPFGKGRLIAHLRLPYLAQKLVKIPTFKDSKLSSFIRQQLYY 236
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NTDB id 155 SP RS04850 WP 000495909.1 QNLFWMKEQAEAYQKGENILTYGLKEWYPQ...........IRPIVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYP 303
NTDB id 265 KZH43 RS04315 WP 000495911.1 QNLFWMKEQAEAYQKGENILTYGLKEWYPQ...........IRPIVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYP 303
NTDB id 224 SPD RS04655 WP 000495911.1 QNLFWMKEQAEAYQKGENILTYGLKEWYPQ...........IRPIVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYP 303
NTDB id 190 SPR RS04415 WP 000495911.1 QNLFWMKEQAEAYQKGENILTYGLKEWYPQ...........IRPIVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYP 303
NTDB id 495 SM12261 RS04415 WP 000495920.1 QNPIWMKEQAEAYKKGENLLTYGLKEWYPQ...........IRPLVGNFCQIEQDLIRYYLYFQTYYQENPQNDWQMLYP 303
NTDB id 414697 GU334 RS08060 WP 061775229.1 QNPKWLKIQEKYYQNGQNLMTFKNFPIKLYPIGLNLLTHQFEGVVEPDFCQITSDISRYYHHFLAYPQD......DGVYP 313
NTDB id 598 KW2 RS08500 WP 021037660.1 QSPKWMKIQEKYYQKGENLLTKKFEGPYIAPLGLNLLENFTDEMTITTFTQIDQNVKLYYENFLINFQRN...SLEMLYP 313
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NTDB id 155 SP RS04850 WP 000495909.1 PAFYQQYFLKNMVE.. 317
NTDB id 265 KZH43 RS04315 WP 000495911.1 PAFYQQYFLKNMVE.. 317
NTDB id 224 SPD RS04655 WP 000495911.1 PAFYQQYFLKNMVE.. 317
NTDB id 190 SPR RS04415 WP 000495911.1 PAFYQQYFLKNMVE.. 317
NTDB id 495 SM12261 RS04415 WP 000495920.1 PAFYQQYFLKNMVE.. 317
NTDB id 414697 GU334 RS08060 WP 061775229.1 PGFYARAETGDGDCKS 329
NTDB id 598 KW2 RS08500 WP 021037660.1 PRSYAIMGKQKKEK.. 327
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