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D
EEKYKTWDLTTI FATDAEADFWEATELYAEESTVLVQTADLEKDKARSANLYAGHTLLTDSAEKNLLAGAVTDELTEYLMASLMQRRLVEKI

LYVYASMKND
NTDB id 414656 GU336 RS08960 WP 167838892.1 MVKKREAIDEKYKWDLTTIFATDEAFEAELAEVLTALEDARNLAGTLTDSAENLLAVTDTELALMQRVEKLYVYASMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus ! ! ***!!! !!!!!!!!!! *! ! * ! ! !!*! !!! !!!* !* * !! !*!!*!!!!!!!!!

logo QDTTVGSLYQEYQAKAVSTANLYASKQFLSEAVFAFYFYEPEFMATLDSDQEKKRFLAEQFKVEIDQEQPGKLGQLTYDGHFYFEQRLFLADNRKADHVLSQSAEAEEAELLAAGA
NTDB id 414656 GU336 RS08960 WP 167838892.1 QDTTVSLYQEYQAKVTALYAKFSEVFAFYEPEFMTLSQERFAQFVIDQPKLQTYGHFFEQLFDRKAHVLSSAEEALLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!!! !!!!!!!! * !! !! !!**!!!!! ! * ! ! ! ! ! !*!! ! ! !!!! ! !!!*!

logo

G
S
D
E I FGNAGGPATDETFENI

VLDNADI LVFPTWI
V
R
SDAGQGDQDVVEQLSTHGNFYI STFLMESKSDNRDE I

VRKAGAYEQALMYGS ITYEQFYQHTYAKQTLQGTNVVKVH
NTDB id 414656 GU336 RS08960 WP 167838892.1 SEIFGAGAETFEILDNADIVFPTIRDAQGQDVQLSHGNYISFMESSNREVRKAAYQALYSIYEQYQHTYAKTLQTNVKVH 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!! ** *!! *!!!!!!*!! * !*!! ! !*!!!*!* !!! !**!!*!! !*! !!!*!!!!! !!! !!!!

logo NFYQTAKTVRHYHNSAREHAALASATNFHIPEASVYDSTLLVEQASVNDKHLPLLHRYI
L
D
QLRKSDKI

VLGKI
LDDELKMYDVYATPLSETTDETYAKFLTYEEASLVKV

NTDB id 414656 GU336 RS08960 WP 167838892.1 NFTAKTRHYHSAREAALSTNHIPEAVYDTLVQAVNDHLPLLHRYIQLRSDILKIDDLKMYDVYAPLSTTDYKFTYEEAVV 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !* !! !!!*!!!*!!! !*!!! !!!*!* !! !!!!!!!!* !! *! *!*!!!!!!! !!! !* !!!! *

logo KATEQEGTVLAI FGEPDEYLSEKGKVHKARASFETENRWIDVHQEPNKGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFTLVHEMTGHSLMHSSTFTREQST
NTDB id 414656 GU336 RS08960 WP 167838892.1 KTQGTLAIFGPDYLEKVKRSFEENWIDVQENKGKRSGAYSGGSYDTNAFMLLNWQDTLDNLFTLVHEMGHSMHSSFTRES 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus ! !!!!!**! !* ! ! !!!!**!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!*!!*!!! *

logo QPYVYGDYPS I FLAE IASTTNENI LTETLLHKDEVEKDDEKTRFAI
VLNHFYLDGFKRGTVFRQTQFAEFEHAIHEADAASGQTI

VLTASDEF
NTDB id 414656 GU336 RS08960 WP 167838892.1 QPYVYGDYSIFLAEIASTTNENILTETLLHDVEDDETRFAVLNHFLDGFRGTVFRQTQFAEFEHAIHEADAAGTVLTSEF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!**! !! !!!!*!!!*!!!!*!!!!!!!!!!!!!!!!!!!!! ! *!! *!

logo

L
MNKQLQYADELNEKNYYGNLAKAESDNPYE IQFYEWAER IPHFYMYNYYVFYQYATGFAAASAYLADEKIVHNGTEEQDKAEADYLNTYLKRAGSSDYPL

NTDB id 414656 GU336 RS08960 WP 167838892.1 LNQQYAELNEKNYGLAASDNPEIQYEWARIPHFYYNYYVFQYATGFAAASALADKIVNGTEQDKADYLNYLRAGSSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!*!!!! ! ! ! !!*!!!*!! !!!!!! !!!!*!!!!!!!!!! !!*!!!*!!! !! !! !!*!!!!!!!!



logo

D
EVIAKKAGVDMTNSATDYLDTAAFAKVFEDKRLTVELEALVAEKGHGVHLS

NTDB id 414656 GU336 RS08960 WP 167838892.1 DVIAKAGVDMTSADYLTAAFAVFEKRLTELEALVAKHG... 598
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus *!! !!!!!!! !!! !!! !!! !! !!!!!! !* ***

X non conserved

X similar

X ≥ 50% conserved


