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NTDB id 414636 GU336 RS02780 WP 167838422.1 MPTTKNTPKKSNGGGFGPGRGLGRGGEKPKDVKKALGDLAKYVKPWYPAILVAAIAACGGAYLTIIGPDRLSEITNKIMA 80
NTDB id 370 SMU RS04260 WP 002263294.1 ...........................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTK 53
consensus *************************** * ! ! *!*!*!** * *! ! * *!*!!!!!! !*! *

logo GLARASF IPKGMPGHGDKIDLMDKAKIGTAE IAGLVTLAIALFLYFLAGGSALLVSYTAQGSF IMVASTLVI
TQKRFTSKQKRLRNQADIASDTKINKLVPLKRYFDSHPSQYG

NTDB id 414636 GU336 RS02780 WP 167838422.1 GLRASFIPKGMPGHGDIDMKAITAIGVTLIAFYLGSALLSYTQGFIMATVTQRTSKKLRQDISTKINKLPLRYFDSHPYG 160
NTDB id 370 SMU RS04260 WP 002263294.1 GLA...........GKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQG 122
consensus !! ***********! !!* ! !**!! ! * !!*!!! !!* !* !* ! *!!* ! !!!!*!!*!!!!!* !
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IKTNGVAELMASALTAIALSTTVAFAIGFGVLMSMTLVIMATKSQPRFLFKNAKQQANGNLAGDE
NTDB id 414636 GU336 RS02780 WP 167838422.1 DTLSRVTNDVDAISQALNQSVGSLVSALTLFFGTIIMMFKTNVEMSLTAIATTAIGFGLMMLIMTKSQRFFNAQQNGLGE 240
NTDB id 370 SMU RS04260 WP 002263294.1 DTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLAD 202
consensus !!!!!!!!!!! **! !!!* !*! !* ! !*! !! !!! * !!! * !! ! *!! !!!* ! !! !**
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NTDB id 414636 GU336 RS02780 WP 167838422.1 VNGFVEEVYTGHNIVRVSNADKSKQDEFDEINERLYNSVWESQFLSGLMMPLMQFIGNFGYGAVCLVGAILTIDGKIEFG 320
NTDB id 370 SMU RS04260 WP 002263294.1 VSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMG 282
consensus ! !*!!!!!*!!!*! !! !* *!* !* !*! !!! !!*!!!!!!!!!!!!! !!*!!! * ! ! ! !
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LEDENTGHKAVKTQTLEVKNPVEKGANVENFDKNVFHFGYNSAPDKRTVI IHND
NTDB id 414636 GU336 RS02780 WP 167838422.1 VIVAFMIYIRLFTQPLTQIAQAVTSMQSAGAASERIFTFLAEPELEDETGKATTLVNPKGAVEFKNVHFGYNADRVIIND 400
NTDB id 370 SMU RS04260 WP 002263294.1 TIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHD 362
consensus !!!!! !*!*!!!!* !!!!**! *!!! !! !*! !! !*!*!!! *! ! * ! ! ! !!*!!! *!* !!*!

logo FSAHKAEKAPGQKIA IVGPTGAGKSTTI
MVNLLMRFYDE I

VDRSGMQI IS IDGTVNP IHKDEMVTREKAEVHDAQFASMVLQDTWLFEGTVKENL IYNQ
NTDB id 414636 GU336 RS02780 WP 167838422.1 FSAKAEPGQKIAIVGPTGAGKSTMVNLLMRFYDIDSGQIIIDGTPIKEVTREAVHDQFSMVLQDTWLFEGTVKENLIYNQ 480
NTDB id 370 SMU RS04260 WP 002263294.1 FSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQ 442
consensus !!!*! *!!!!!!!!!!!!!!*!*!!!!!!!!**! ! ! !!! *!***!! !!! ! !!!!!!!!!!!!!!!!!!!!!
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VAAAKAVGVDHHF IKNTLPKNGYDSTVLDKDASDVETLSVGEQKRQLLTIARALLKDNAPLML I LDEATSSVDTRTEEL IQKRAM
NTDB id 414636 GU336 RS02780 WP 167838422.1 CDITDEQVVAAAKAVGVDHFINTLPNGYDSVLKDADELSVGERQLLTIARALLKNAPMLILDEATSSVDTRTEELIQKAM 560
NTDB id 370 SMU RS04260 WP 002263294.1 KHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAM 522
consensus **!!!!!!*!!!!!!!!*!!! !!! !!!*!! ! !!!! *!!!!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!*!!



logo DHKLMEGRTSFVIAHRLSTIKRNADL I LVMKRDGDNI I EQSGNSHDEAQLLMAEQGNGFYADLYNSQFETESEVAVA
NTDB id 414636 GU336 RS02780 WP 167838422.1 DKLMEGRTSFVIAHRLSTIKNADLILVMKDGDIIESGNHEALLAQGGFYADLYNSQFESVA. 621
NTDB id 370 SMU RS04260 WP 002263294.1 DHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !*!!!!!!!!!!!!!!!!!*!!!!!!!!*!! !!! ! !* !*! !!!!!!!!!!! *
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