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NTDB id 494 SM12261 RS04305 WP 000942409.1 ......MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQFPWKSA....GKVLIICGIFGFWFLFQ 70
NTDB id 522 SMSK321 RS04965 WP 000942453.1 ......MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQFLWKSA....GKVLVICGIFGFWFVFQ 70
NTDB id 189 SPR RS04300 WP 000942407.1 ......MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSA....GKVLIICGIFGFWFVFQ 70
NTDB id 223 SPD RS04540 WP 000942407.1 ......MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSA....GKVLIICGIFGFWFVFQ 70
NTDB id 154 SP RS04735 WP 000942394.1 ......MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSA....GKVLIICGIFGFWFVFQ 70
NTDB id 264 KZH43 RS04200 WP 000942407.1 ......MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSA....GKVLIICGIFGFWFVFQ 70
NTDB id 414605 GU337 RS08295 WP 245325866.1 MKNLKKALRWI...NLPSIFIAYFCVLIYYTVFCFSYLLLGYLI....ISLLILIWQNGIRTCLKLSMILIGFATICLAL 73
NTDB id 596 KW2 RS08720 WP 021037686.1 .....MRFLLI...KFPLIFLTYLVVLLYFCIFTYNLPLLILFI....CSILLALFRKY....YLMIPILIVFAVFFLLI 64
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NTDB id 494 SM12261 RS04305 WP 000942409.1 NWQQSQASQNLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQR 150
NTDB id 522 SMSK321 RS04965 WP 000942453.1 NWQQSQASQNLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKR 150
NTDB id 189 SPR RS04300 WP 000942407.1 NWQQSQASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQR 150
NTDB id 223 SPD RS04540 WP 000942407.1 NWQQSQASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQR 150
NTDB id 154 SP RS04735 WP 000942394.1 NWQQSQASQNLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQR 150
NTDB id 264 KZH43 RS04200 WP 000942407.1 NWQQSQASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQR 150
NTDB id 414605 GU337 RS08295 WP 245325866.1 QDREAK.DFAREMTVTRISPILDTIQVDGDQVSFRGKSGKQTYQVYYRVTTEQEQRYFKQLAQPVVLSISGQLEKASQQR 152
NTDB id 596 KW2 RS08720 WP 021037686.1 NSLSIRDNENQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQR 144
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NTDB id 494 SM12261 RS04305 WP 000942409.1 NFGGFDYQAYLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNG 230
NTDB id 522 SMSK321 RS04965 WP 000942453.1 NFGGFDYQAYLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNE 230
NTDB id 189 SPR RS04300 WP 000942407.1 NFGGFNYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNE 230
NTDB id 223 SPD RS04540 WP 000942407.1 NFGGFNYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNE 230
NTDB id 154 SP RS04735 WP 000942394.1 NFGGFNYQAYLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNE 230
NTDB id 264 KZH43 RS04200 WP 000942407.1 NFGGFNYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNE 230
NTDB id 414605 GU337 RS08295 WP 245325866.1 NFNGFDYQHHLKTQNIYRVLTIEQVTGVTRKQTL....TLALLRQKAILFSEQHFPRPMSAYMTGLLFGHLGKDFEDMSS 228
NTDB id 596 KW2 RS08720 WP 021037686.1 NFNGFDDQKYLASQNIYRQITIQQITNVEIKKNF....DLHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSD 220
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NTDB id 494 SM12261 RS04305 WP 000942409.1 LYSSLGIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNF 310
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LYSSLGIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNF 310
NTDB id 189 SPR RS04300 WP 000942407.1 LYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNF 310
NTDB id 223 SPD RS04540 WP 000942407.1 LYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNF 310
NTDB id 154 SP RS04735 WP 000942394.1 LYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNF 310
NTDB id 264 KZH43 RS04200 WP 000942407.1 LYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNF 310
NTDB id 414605 GU337 RS08295 WP 245325866.1 IYTSLGIMHLFALSGMQVSFFIDFLRKGMLRLGFRRDVVDWFQIPFSVFYAGLTGFSISVNRSLVQKILANFGIKALDNF 308
NTDB id 596 KW2 RS08720 WP 021037686.1 IYSSLGIIHLFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKN...IRLTSLDNI 297
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NTDB id 494 SM12261 RS04305 WP 000942409.1 ALTVLVLFIVMPNFFLTAGGVLSCAYAFILTMTSKEG...EGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFS 387
NTDB id 522 SMSK321 RS04965 WP 000942453.1 ALTVLVLFIIMPNFFLTAGGVLSCAYAFILTMTSKEG...EGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFS 387
NTDB id 189 SPR RS04300 WP 000942407.1 ALTVLVLFIVMPNFFFTAGGVLSCAYAFILTMTSKEG...EGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFS 387
NTDB id 223 SPD RS04540 WP 000942407.1 ALTVLVLFIVMPNFFFTAGGVLSCAYAFILTMTSKEG...EGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFS 387
NTDB id 154 SP RS04735 WP 000942394.1 ALTVLVLFIVMPNFFLTAGGVLSCAYAFILTMTSKEG...EGLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFS 387
NTDB id 264 KZH43 RS04200 WP 000942407.1 ALTVLVLFIVMPNFFFTAGGVLSCAYAFILTMTSKEG...EGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFS 387
NTDB id 414605 GU337 RS08295 WP 245325866.1 SLTLLLLFITAPKFLLTTGGTLSLLFAFVISIFGDRFENLPKYRKLLAESLTLSLCVLPLLILYFHTFQPVSIILTFVFS 388
NTDB id 596 KW2 RS08720 WP 021037686.1 GVTTLVLMLISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFG 377
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NTDB id 494 SM12261 RS04305 WP 000942409.1 FLFDLVFLPLLSILFALSFLH..PVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRL 465
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FLFDLVFLPLLSVLFALSFLY..PVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRL 465
NTDB id 189 SPR RS04300 WP 000942407.1 FLFDLTFLPLLSILFVLSFLY..PVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKL 465
NTDB id 223 SPD RS04540 WP 000942407.1 FLFDLTFLPLLSILFVLSFLY..PVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKL 465
NTDB id 154 SP RS04735 WP 000942394.1 FLFDLVFLPLLSILFVLSFLY..PVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGL 465
NTDB id 264 KZH43 RS04200 WP 000942407.1 FLFDLTFLPLLSILFVLSFLY..PVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKL 465
NTDB id 414605 GU337 RS08295 WP 245325866.1 FLFDILFLPGLSVIFLLAMVTGFTLTQVNLIFQWLEDLIKLTDSWWHYPLVLGKPTALVFLVTLVVTGFLIDHWQNRKVS 468
NTDB id 596 KW2 RS08720 WP 021037686.1 FLFDFMLLPLLLCCFLISFL.GFSL.NLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRR 455
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NTDB id 494 SM12261 RS04305 WP 000942409.1 AVLSLLITGLFFLTKHPLENEITMLDVGQGESIFLRDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKS 544
NTDB id 522 SMSK321 RS04965 WP 000942453.1 AVLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDVAG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKS 544
NTDB id 189 SPR RS04300 WP 000942407.1 TVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKS 544
NTDB id 223 SPD RS04540 WP 000942407.1 TVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKS 544
NTDB id 154 SP RS04735 WP 000942394.1 TVLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKS 544
NTDB id 264 KZH43 RS04200 WP 000942407.1 TVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKS 544
NTDB id 414605 GU337 RS08295 WP 245325866.1 ARLAIILMGLFFITKNPPTPSITMVDVGQGDSIFLQDKFNRRSILIDTGGRIELG.KKKKWQERKIAAPAEKTLIPYLKS 547
NTDB id 596 KW2 RS08720 WP 021037686.1 FFLVGFIFLFFFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLALP.Q.KNWQKAQTQSNADKTLIPYLES 533
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NTDB id 494 SM12261 RS04305 WP 000942409.1 RGVSKIDQLILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRK 624
NTDB id 522 SMSK321 RS04965 WP 000942453.1 RGVAKIDQLILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRK 624
NTDB id 189 SPR RS04300 WP 000942407.1 RGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRK 624
NTDB id 223 SPD RS04540 WP 000942407.1 RGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRK 624
NTDB id 154 SP RS04735 WP 000942394.1 RGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRK 624
NTDB id 264 KZH43 RS04200 WP 000942407.1 RGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRK 624
NTDB id 414605 GU337 RS08295 WP 245325866.1 RGVGQIDTLVLTHTHEDHMGDLLAVIDQIKVKNIIVSQGSLNNAQFVKLLKQTRAKVQVAKVGQRLKIFDSYLEVLYPLT 627
NTDB id 596 KW2 RS08720 WP 021037686.1 MGVAHIDQLILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGY 613
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NTDB id 494 SM12261 RS04305 WP 000942409.1 IGDGGYEDSLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNR 704
NTDB id 522 SMSK321 RS04965 WP 000942453.1 IGDGGHDDSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNR 704
NTDB id 189 SPR RS04300 WP 000942407.1 MGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNR 704
NTDB id 223 SPD RS04540 WP 000942407.1 MGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNR 704
NTDB id 154 SP RS04735 WP 000942394.1 MGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNR 704
NTDB id 264 KZH43 RS04200 WP 000942407.1 MGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNR 704
NTDB id 414605 GU337 RS08295 WP 245325866.1 PGDGKNNDSIVLYGKLYGTKFLLTGDLEETGERELLTRYPNLSVDVLKVGHHGSKTSSSESFIEAIRPKVGLISCGLDNR 707
NTDB id 596 KW2 RS08720 WP 021037686.1 TKKGDNNDSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANR 693
consensus ***!***!**!*!!***** !!*!!*!!**!!**!!**!!*!*! !!!***!! !*!!!**!*****!***!!!*!**!!

logo

A
Y
M
G
K
H
LPNHYMQETLETTRFLAQETKGYI EQNVSQKTVFLYRTDYQKHQGAIKRLFTKEKGNVWLSNDKQFQSWHQKVIKSETSVGKR

NTDB id 494 SM12261 RS04305 WP 000942409.1 AKLPHQETLTRLETINSKVYRTDQHGAIRFKGWN.SWKVETVG 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MKLPHQETLTRLEGINSKVYRTDQQGAIRFKGWN.SWKIESVR 746
NTDB id 189 SPR RS04300 WP 000942407.1 MKLPYQETLTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 223 SPD RS04540 WP 000942407.1 MKLPYQETLTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 154 SP RS04735 WP 000942394.1 MKLPHQETLTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 MKLPYQETLTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 414605 GU337 RS08295 WP 245325866.1 YGHPNMETLTTFQKYEVQTFRTDYHGAIKFKKNSKFWHISTVK 750
NTDB id 596 KW2 RS08720 WP 021037686.1 YGHPNQETLETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR 736
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