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NTDB id 414595 GU337 RS03440 WP 096040174.1 MKKYEIILHDLEYKIKNKTYQENDLLPSENELVKIYDASRATIRQALKILEEKGLIQKQKGRGSVVIASSKLNFPISGLT 80
NTDB id 440 SMU RS09330 WP 002273717.1 MKKYEIIFKKLEEDILKGHYQMGDYLPPEMELSQTYASSRDTVRKALQLLTKAGFIKTVQGRGSQIIKRERINFPVSQLT 80
consensus !!!!!!! * !! ! *!! ! !!*! !! ! !! !*! !! *! ! ! !!!! *! **!!!*! !!
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NTDB id 414595 GU337 RS03440 WP 096040174.1 SYKELQNSLGFESVTEVIKFDKITVDSELAAKTLFEIGIPVWRIIRVRKIDGEAVVLDHDFVKYDICPNMTKTDVAYSLY 160
NTDB id 440 SMU RS09330 WP 002273717.1 SYQELVKQLQMNVKTNVIAIDKLIVDEKLTKLTGFENKGLVWRITRQRVIDGVASILDTDYLDKALIPHMTREIAEHSIY 160
consensus !! !! ! ! !! !!* !! ! ! !! *!!!! ! ! !!! ! *!!*!** **!*!!* *!*!

logo DYLEKNQLKI
L
D
E IASFYAQKEI IT IDFQVNSDQEKDKRI

QLLDLDNLSLDENRHI
VVSVKSHKVFYLNSDNAQQSQVFQFYTDESRHKQLVDEKFRFTVDEFARRHQKRDR

NTDB id 414595 GU337 RS03440 WP 096040174.1 DYLEKQLKIEISFAQKEITIDFVNDEDRQLLDLNLLDRHIVSVKSHVFLNDASVFQYTDSRHQVDKFRFTEFARRQKR 238
NTDB id 440 SMU RS09330 WP 002273717.1 DYLENQLKLDIAYAQKIITIDQVSQKDKILLDLDS.ENHVVSVKSKVYLSNQQQFQFTESRHKLEKFRFVDFARRHRD 237
consensus !!!! !!!**! *!!! !!!! ! !* !!!! ** !*!!!!!*!*! !!*!*!!! **!!!! *!!!!**
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