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NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
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NTDB id 414364 Ami3637 RS00010 WP 162360753.1 RIAASFSQRLRSMLFYKVDSFSMEEINRFSTSSLITRSTNDITQIQMLVTMGLQMIVKAPILSVWALTKIAGKGMEWSLA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
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NTDB id 414364 Ami3637 RS00010 WP 162360753.1 TGVAVLIMIVIIAFIMIFVLPKFRKMQTLTDNLNQVTRENLTGLRVVRAYNAEAYQEEKFEKANEELTKTQLFTSRGMAV 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
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NTDB id 414364 Ami3637 RS00010 WP 162360753.1 MMPMMSMIMSGLSLAIYWIGAYLIQDAQ............AMDKLPIFSNMVVFSAYAVQVIMSFMMLVMLFILMPRATV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus ! !*!*** !!!*!!!!!!!!!!**! ************ !****!! !!!!! !!*!!** !!!*! *!!**!!! !

logo SAKR INEVLADLTKNPSSTI
V
H
I
F
S
G
K
E
T
L
Y
S
T
E
K
A
G
D
K
N
T
A
G
L
R
K
VGEVEFHKDNVSFKRYPSDKANASERAYVI

L
E
Q
D
HVSFSAVKAKGETVAF IGSTGSGKSTL IVNL IVPR

NTDB id 414364 Ami3637 RS00010 WP 162360753.1 SAKRINEVLDTKPTIISGTLTEGKTGLVGEVEFKNVSFKYPDAAEYVLQDVSFSVKKGETVAFIGSTGSGKSTLINLVPR 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
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NTDB id 414364 Ami3637 RS00010 WP 162360753.1 FFDATEGQVLIDGVNVKDYDTEALYNKIGYVPQKAVLFRGSVSSNVAYGENGKETVSEEQVRKAVAIAQGTDFVEAMDSG 468
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
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NTDB id 414364 Ami3637 RS00010 WP 162360753.1 YYADISQGGTNVSGGQKQRLAIARAVCRDPEIYIFDDSFSALDYKTDRVLRSALKKETAGITSLIVAQRIGTIMDADQII 548
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
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