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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 414227 GRX76 RS17825 WP 160154527.1 .MARGVNKVILIGNLGGDPETRYLPSGGAVTNVTLATSETWKDKQTGQNQERTEWHRVVFFNRLAEIAGEYLRKGSKVYL 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQG.KDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGY.........GQSQE.......AYQRPAQQ 135
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQG.KDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGY.........GQSQE.......AYQRPAQQ 135
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQD.QNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGS........GWNQAPAQTNYNQGGYSDNYAQ 145
NTDB id 414227 GRX76 RS17825 WP 160154527.1 EGSLRTRKWQDKQSGQDRYTTEIVAS....EMQMLDGRGEQGGGGYQQGGQGGYSQQGQQGQ.QGGGFNQGGGYQDEFSQ 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQD.QSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ.GGMNVPAQQGSWGQ.PQQ.............. 143
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 SRQPASDAPSHPQEAPA.APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 SRQPAPDAPSHPQEAPA.APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NN..NFNGGNATRPQPAQKPA...AQAEPPMDNFDDDIPF 180
NTDB id 414227 GRX76 RS17825 WP 160154527.1 GR..STPSPMAPSQQPANKPAGNQPPAGGFDNSFDDDIPF 192
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PA..KQHQPMQQS...A.PQQYSQPQYNEPPMDFDDDIPF 177
consensus * ** * *! * * *********!!!!!!

X non conserved

X similar

X ≥ 50% conserved


