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NTDB id 414226 GRX76 RS17680 WP 160154503.1 MAERQPIALVVDDEPDICDLISMTLRRMNVRADIAMSVAEANRRLSEKHYDFCLTDMRLPDGDGLQLVEQIQDRPQDQSL 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRH..PQT 76
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNY..PNT 78
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NTDB id 414226 GRX76 RS17680 WP 160154503.1 PVAVITAHGNMDTAISALKLGAFDFVSKPVDLERLRALVQLALRLNEDRD..IQRQEFPPLLQGQSPAIQQLRSQIEKIA 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EAEEAPVDNRLLGESPPMRALRNQIGKLA 153
NTDB id 1045 H0N27 RS16330 WP 168727019.1 PIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIA 158
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NTDB id 414226 GRX76 RS17680 WP 160154503.1 RSDAPVHIQGEPGSGKELTARSIHLQGPRADNAFAILHCAATPAEQLERALFGIDK.....ATEKTEGVLHTANGGTLFL 233
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFL 233
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFL 238
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NTDB id 414226 GRX76 RS17680 WP 160154503.1 DEITELPLELQVKLLAAIQEKRFAPVGSSEFSELDIRILSASHKHLVSEVRSGRFRSDLFYRINVIEVAVPALRHRLEDL 313
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDI 313
NTDB id 1045 H0N27 RS16330 WP 168727019.1 DEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDV 318
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NTDB id 414226 GRX76 RS17680 WP 160154503.1 PLLTRNLLRRLTADSKGAPPKAAQDAVSALQAYDFPGNLRELENILERALTLCESNTLRASDLLLHAESPIPIPESGDTS 393
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLAD.....APGA...S 385
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAP.....LRAN...I 390
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NTDB id 414226 GRX76 RS17680 WP 160154503.1 SYPVADLAYVPPRSHEQPTTQIGTLATTTTYPEQFSASDYETLDDFLQTIEREAIESALNETRWNRTAAAEKLGISFRSL 473
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..............................QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSM 435
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SNPFA..............SAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSL 456
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NTDB id 414226 GRX76 RS17680 WP 160154503.1 RYRLKKLNLED...... 484
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RYRLKKLGID....... 445
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RYRLKKFGLDTETEQEV 473
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