logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RS07730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

414216 GRX76 RS08235 WP 160152867 .

1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RS07730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

414216 GRX76 RS08235 WP 160152867 .

1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

414216 GRX76 RS08235 WP 160152867 .

1198 PSJM300 03950 AFN76868.1

consensus

[y

J

Aéggg FSLEQ§6E %nggAxRéstK

VE Evs

L NAlﬁAJ.“

)/\

MIRQLAT VLY gl Bl

bt Rl

EPGKG QAEIRIPALE GPGL

T i Rse QEH

Y
FASALRK!PQHFDNL CRLV

K

6 L sl sl

TQ
TQ
TQ
P
TT

t

| %%

EIL

Pl bl kokok |

LDRLA

I3 RLATY EK E[MNL
) RLATY EK E[MNL
LD LAHYKEK

LD LAMS

LD

LDR
LDR
LER

YKEK

ATYKEKHEM
Al

AR

ATYKEK EBL
ATYKEK EREL

Dok || skok  skok

* | k%

Pkokok |k

Tl |

e e (e o

Lyl F

| kkkkkkkx!l |

* kkkkk ok

* %k % |

P AE AF 0 s

Rz LKEL

ANIGAELP
AN M{eF: N

i

TQUYV
TQWV

sokokok ok Dokok | Dskok Dk ok

k11

143
147
146
149
149
146
148
148
147
145

223
227
226
229
229
226
228
228
227
225



logo

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GC085 RS07730 WP 011213805.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
NTDB id 414216 GRX76 RS08235 WP 160152867.1
NTDB id 1198 PSJM300 03950 AFN76868.1
consensus

logo

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GCO85 RS07730 WP 011213805.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
NTDB id 414216 GRX76 RS08235 WP 160152867.1
NTDB id 1198 PSJM300 03950 AFN76868.1
consensus

<0

logo

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GCO85 RS07730 WP 011213805.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
NTDB id 414216 GRX76 RS08235 WP 160152867.1
NTDB id 1198 PSJM300 03950 AFN76868.1
consensus

#leiALyéélEéEéEA§¢B

IA GEAI
TA GEATI

BEA G [
bc ATR
IA G gz
v IEGET|

* % %

QEAT E|B‘?QVA£ S WA R I

ERXKEE LA v@ k.

BEIVEAABLKEQQEDP

[ RQ}Q

AMYLPIF
AMYLPIF
AMYLPIF
AMYLPIF

X non conserved
B similar
>50% conserved

G DRL

NEBYANT )\/\

kokkkk |k kx| * 1 1k

F ELL

V&Q VA

LTLAQHPF FPgM

406
408
407
410
410
406
408
408
407
405

I} le BTN s s

@AFAAGVPLVDL STAGAR
WMFAAGVPLVDYL STAGA[N
EKAAIARF RTL lTFAAG PLV ALEESEAGATGN IY

MKANMIAR SRTLATTFAAGVPL DAL‘STAGATNNm V]
MKANMIAR SRTLATTFAAGVPL DAL STAGATENN IY

| %k % * |k k% *

50 L b DD 2 o

QMVIGEESGELD MLKVAYEEVDNVDL%
QMVIIGEESGIILD MLIK APSMYEZEVDNg§VDRIL

QMg IGEESG LD MLWKMA FYE EVDNAVERL A MEP I
QM§ IGEESG LD MLWKMA FYE EVDNAV[L A MEP I
QMVAIGEESGAL [MLEKVA FYE EV NAVD@L  MEP I
MEPLI
QMVAIGEESGALDEMLIKVAW YENEVDNAVDELT MEPLI
QMEAIGEE GALD MLEKMA FYE RVDNJIVDYLTA @EP I

QMAIGEESGALD MLEKVAWFYE EVDNQIVDELTA MEP I
NN N ey i i FoN PPty iy gy gty pojlly gy iy gy i

QMVAIGEESGALD MLDKVAW IEVDIAVDGLT

302
307
306
309
309
306
308
308
307
305

382
386
385
388
388
385
387
387
386
384



