
logo MLEKI
L
N
EKLVTGGYVANIPVLKEDVSTFSEVPADGQEL IVGL IGLNGAGKSTTINE I IGLLHTPYAGGEQVIRAIDGLSTLIPQEQADPTADSYRKQKIGYIP

NTDB id 41416 HMPREF0833 RS09875 WP 013904732.1 MLEINKLTGGYVNIPVLKEVSFSVPDGQLIGLIGLNGAGKSTTINEIIGLLHPYAGEVRIDGLSLPEAPTDYRKKIGYIP 80
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
consensus !!***!*!!!!*!!!!!!*!*!*!*!!*!*!!!!!!!!!!!!!!!!!!!!!*!!*!***!!!!*****!**!!*!!!!!!

logo ETPSLYEELTLREHI
LETVALMAYDGLDMVDTQEVGMAGVRVAQDPKLYLEKRLFRLADEKLDWFPTQFSKGMKQKVMI ICAYFAIVDNPSLYF IVDEPF

NTDB id 41416 HMPREF0833 RS09875 WP 013904732.1 ETPSLYEELTLREHIETVAMAYDLDMDQVMGRVQPLLERFRLAEKLDWFPTQFSKGMKQKVMIICAYAVDPSLYIVDEPF 160
NTDB id 481 STER RS07730 WP 002951673.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
consensus !!!!!!!!!!!!!!*!!!*!!!*!!****!*!****!**!!!*!!!!!!!!!!!!!!!!!!!!!!!**!*!!!*!!!!!!

logo LGLDPVLAIASDL IQELLADEEKANKGKAS I LMSTHVLDSAEKMCDGRFVI LHKHGQVIRLAQGTI
L
E
DELRSQTFGDDESKSASLNDIYMTQLTEKEG

NTDB id 41416 HMPREF0833 RS09875 WP 013904732.1 LGLDPVAIADLIQLLADEKAKGKSILMSTHVLDSAEKMCDGFVILHKGQIRAQGTLDELRSTFGDEKASLNDIYMTLTEE 240
NTDB id 481 STER RS07730 WP 002951673.1 LGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKG 240
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG 240
consensus !!!!!*!!*!!!*!!!*!!!*!!*!!!!!!!!!!!!!!!!*!!!!!*!!**!!!!**!!!*!!!!**!!!!!!!!*!!**

logo ETLAS
NTDB id 41416 HMPREF0833 RS09875 WP 013904732.1 ETA 243
NTDB id 481 STER RS07730 WP 002951673.1 ELS 243
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ELS 243
consensus !**

X non conserved

X similar

X ≥ 50% conserved


