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HLVEADELYE PAIPEWCEFSLCEY ST A LTSCE I

MPEKLVE KD EISFGEGHKKFVAV NANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSEIGEII DG KINGISYSHS
MPEKLVEVKDVEISFGEGHKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGHEILSHS
MPEKLVEVKDVEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHS
MPEKLVEVK VEISFGEGKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHS

o PO o0 LR

EKM LIR IQMIFQDPAASLNERATVDYI SEGLMNEIHL RBJEEER{MEK KRNI EVGLLINAEHLTRYPHEFSGGQRQRIG
EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLEINFHLYKDEE RKAKIK|{IIKEVGLLEEHLTRYPHEFSGGQRQRIG

EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIG
EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIG

AL a0 IRRILIURRAEL UYLV RAL . VR

IAR LVM P JVIADEPISALDVSVRAQVLNLLKKFQ ELGLTYLFIAHDLSVVRFISDRIAVIYKGWIVEVAETEEL N
IARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN
TARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN
IARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN

VISP LR R o0 IELT G

HPIHPYT SLLSAVPIPDPILERKKVLK YDPIB@QHDYS|@DKP MVE PGH VW NKREIWWSY RREVSSE 308
NPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKIAEIETYRKEQSK 309
309
NPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309
Dok |1k | okoskosk

K| non conserved
B similar
>50% conserved
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